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Furihata H, Zhu Z, Nishida K, Sakuraba Y, Tsuji A, Yamashita H, Nosaki S, Tachibana R, Yamagami A, lkeda Y, Abe M,

Sawasaki T, Nakano T, Yanagisawa S, Tanokura M, Miyakawa T.
Structural insights into CDF1 accumulation on the CONSTANS promoter via a plant-specific DNA-binding domain.
Nat Plants. 2025;11:836-848.

lto Y, Yoshidome D, Hidaka M, Araki Y, Ito K, Kosono S, Nishiyama M.

Improvement of the nitrogenase activity in Escherichia coli that expresses the nitrogen fixation-related genes from
Azotobacter vinelandii.

Biochem Biophys Res Commun. 2024;728:150345.

Kato T, Xia D, Ozaki T, Nakao T, Zhao P, Nishiyama M, Shiraishi T, Kuzuyama T.

In vivo and in vitro reconstitution of biosynthesis of N-prenylated phenazines revealing diverse phenazine-modifying
enzymes.

ChemBioChem. 2025;26:€202400723.

Priego-Cubero S, Liu Y, Toyomasu T, Gigl M, Hasegawa Y, Nojiri H, Dawid C, Okada K, Becker C.
Evolution and diversification of the momilactone biosynthetic gene cluster in the genus Oryza.
New Phytol. 2025;245:2681-2697.

Pramono H, Yoshida A, Hirashima Y, Sone Y, Terada T, Kosono S, Nishiyama M.

Crystal structure of a novel heterooligomeric aminotransferase from Serratia sp. ATCC 39006 provides insights into
function.

FEBS Lett. 2025;599:74-88.

Sakuraba Y, Yang M, Yanagisawa S.
HASTY-mediated miRNA dynamics modulate nitrogen starvation-induced leaf senescence in Arabidopsis.
Nat Commun. 2024;15:7913.

Sugimura N, Sakuraba Y, Usuda K, Ohtsuki N, Monda K, Iba K, Yanagisawa S.
Natural variation in potassium deficiency responses among Arabidopsis thaliana accessions.
Plant Cell Physiol. 2025;66:956-970.

Suzuki-Minakuchi C, Kadono Y, Tsushima K, Okada K, Nojiri H.

DNA-binding affinity of MvaT homologs encoded on the catabolic plasmid pCAR1 and the host chromosome of
Pseudomonas putida KT2440.

J Environ Biotechnol. 2025;25:65-69.

Ueda Y, Yanagisawa S.

A microplate-based expression monitoring system for Arabidopsis NITRATE TRANSPORTERZ2.1 using the luciferase
reporter.

Bio Protoc. 2024;14:€5127.

Yang M, Sakuraba Y, Yanagisawa S.

Down-regulation of the rice HRS1 HOMOLOGS3 transcriptional repressor gene due to N deficiency directly co-activates
ammonium and phosphate transporter genes.

J Exp Bot. 2025;76:461-477.

Yoshidome D, Hidaka M, Miyanaga T, Ito Y, Kosono S, Nishiyama M.

Glutamate production from aerial nitrogen using the nitrogen-fixing bacterium Klebsiella oxytoca.
Incorporation of plasmid DNA into bacterial membrane vesicles by peptidoglycan defects in Escherichia coli.
Commun Biol. 2024;7:443.

Yoshidome D, Hidaka M, Kosono S, Nishiyama M.

Complete genome sequence of a nitrogen-fixing bacterium, Klebsiella pasteurii (formerly Klebsiella oxytoca) NG13, a
rice rhizosphere isolate.

Microbiol Resour Announc. 2024;13:e0088524.



Zhuo M, Sakuraba Y, Yanagisawa S.

Dof1.7 and NIGT1 transcription factors mediate multilayered transcriptional regulation for different expression patterns
of NITRATE TRANSPORTER?Z2 genes under nitrogen deficiency stress.

New Phytol. 2024;242:2132-2147.
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Wang Yifan  ['Studies on the structures and regulatory mechanism of glutamate dehydrogenase from yeast] (¥5
B¥%8 @Al RH

Mailun Yang [Studies on the molecular mechanisms controlling phosphate starvation responses in plants] ($§&
ma HE ')
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(A RXDOTIARUT7A4 CTLE D UVBIEZEEDS S URAR—2—DIFRLEERTE] (EEXEA
1E I Corynebacterium glutamicum B3k PDH-ODH &A% T 1=y b OdhA O#E& L #EEICE T 58t
®1 (EEHE B BH)

£k 1EEA MER UNUBEMT7 S/ B DADH £ ARICH T DKL FRERIBICEET 2% FEEHE AL H)
E B I'Functional analysis of sirtuin homologues from Corynebacterium glutamicum] ($§E#8 L B)
ik D I'Studies on the amcp-containing gene cluster in Serratia sp. ATCC 39006] (}5E%E @EIL H)

B A K 4R E Micromonospora BIZ8H 175 AMCP #E A ERIEIEFY 5 X2 —DHEEfENT] (IBEHE
[iJITRED)
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HFH EBX I Corynebacterium glutamicum @ PDH-E1p E{EA R VNV BDRIE &L CSEBILHEHRERKDR Y
J—=vJ1 (EE%HE @B

Eg BN [RLATA O VAGREBROKRELEBEICEYT ARl (BEHE AL H)
KB EA s56-p1 A ERBEEOMIELEEICET 2ME] (BEHE @ H)
H K& MM RDERRZHEIZE TS NIGT EENFIEFOREOER] (EEHE #FB—)

FE XH YR XRFZFIZETED ) I LRZEEICHLLIFRHAMRFREDNRA] (EEHE HEFEE
—)
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aEERER— LT A VIR EHtEIF— 2024E5H821 8 (EE)
RESLEYEINMMEORE ~EHKZFEVNVEEDOH~
%R 58

RENA AT/ OO —2L 2024 EERE 2024 F 5 A 30-31 B (BH)
BEFTANS RATELZEAERST NI ED DNA KSR
IR 3%, kO T8, &8 BF&, Yang Miaoyan, $iK Bi&, @A F#, 7 F3

DINF OEFBRER T v RILT SME O HE & 5 AREERER
NARE, 7 UNRANS/ HBARUE BB REX E+E £8F, KRR, MEEXTF BF R BR S

AR

Pseudomonas resinovorans CA10dm4 # M 75 X = REBIZT 2 WHIGZ O
2| T2, @F E=4F, 8K CF, kA FiF, @E F48, ) EA, R S8

n NSRBI EA REMERA £ 18 ABAMERHRES 202446 78 ()
FI/EXYvYTIUNRIBEENLIESR AT LIZE DILEEE ZHMAIE DD FHEICEET 2FFE
L E

w2024 EERFRENAFLSYIVRAMETOD Y bSO URIDHL 202456 A 228 (HE)
WEPDL=—J BRBORT L
Al E

nE61ETAY b7 - BHHRHRE 2024F7A3B8-58 (RR)
) UStERGAE RV EYO ) VESHIEICET SR
HRE BRI

o 7 BIEAHMEREHRE 202458 A 7-98 (#L1R)
BiEESR, S A < Pseudomonas BHIED#ZIRESL V08
kO Fi#E

M6 EEY S LGHEY / LigiERE 2024 £8 A 2324 H (K%)
Corynebacterium glutamicum 123114 GDH & GOGAT D#EerItE A /ERA
IR 7, BN BB 5B &8Y, @mLE

A AEELFLBERTE 2024 FEXSE 2024E8A30H (HER)
TSR NEBSERICEGEELEYTI2BEILCHLEGTFOREN
2| F2, Faf E£60, $HiAK CF, kO i, B B8 M EA BR F8

TSR3 FOBREN Pseudomonas BHIBE DR B IC RIT T 8E
BE By k0O Fi, &K S, BA S8, B8 B, HR 58



M BEIARERNNA AT/ OP—FKXKE 20245FE8H30H-9A 18 (L&)
THEE S U+ ILnEHE DR - 2R FI AsE AR DR
HE 18—

mAALTIEEHEE 2024 FEERARE 2024 £ 9 A 3-5H (18R
DOAXRFRAFICE T HHEEBERRESHEEL H ) ) LESHBORES|E
EIH G, EE B, E &—

VAARFTRATHERMD T =/ —LBINICE DD )Y LRZEEIZEL 2HREFREDHA
A R, B8 Stth, KB 3%, BE R, HNE &—

1T DBHRRZIGEIZHIT S OsHASTY DD fZ28A
H AR, BE B, E 15—

1 X DRF-BRERNS U RAFHICH T 58S RHEF OsHHO3 D& E D%t
& BR#E, HBE BRIZ, HIiZ 15—

04 XRFTRATHERRKICAZRBEILNZFET 5 QTLs DTS L U N DREE
FIE B5R, B3 3L, #E ZKE - FR E, /MEEE, #E RIC, 2 E—, 55 E

OsHHO3 transcription repressor directly represses ammonium and phosphate transporter genes in rice.
Mailun Yang, Yasuhito Sakuraba, Shuichi Yanagisawa

Functional analysis of two GARP-type transcription factors OsHHO3 and OsHHO4 in the regulation of
nitrogen-deficiency response in rice.
Yuying Wu, Mailun Yang, Namie Ohtsuki, Yasuhito Sakuraba, Shuichi Yanagisawa

i 88 B AARIEME S 20244 9 A 13-16 A (FEH=E)
A4 XRFRATHERBKICHEET 2BEERRE~DBERETFELET S QTLs DEE
PO 22, Bl 3+, #7E SAER, W B, /MK EE, FAO B, G54 K&, ML L5, 8E BT, IE E— 518 E

nE34EAYTL/ A FRESHIR 2024F9A27H (BRR)
OsMYC2 regulates diterpenoid and sesquiterpenoid biosynthetic genes in the rice Jasmonic acid signaling pathway
Liu You-ming, Miyamoto Koji, Nojiri Hideaki, Okada Kazunori

a5 6 FEEGHMARSE THBRO LA TLERLETH A VICAT-BEDHAROME L EFH1 2024 £ 10 A 10-11
B (Z8)

Corynebacterium glutamicum 12811359 TUBERBROEESILE TV S VBBEE L OBE

R sy

w12 ABEEE I A —5 L 20244 10 A 12-13 8 (2L (&)
Bacillus manliponensis |IZ§ 1+ 5 XEBREBRBERTF I 5 A2 — DM
ME K

Corynebacterium glutamicum D7 )L = VBEEICE 1157 TUBEREBROEEL

o 37 M RAMENERFEARS 2024 £ 10 A 28-31 H (L&)
ERICE D RIPEGFORE L TDEEERINICEIC TSR FOLE
WA X4F, (20 53 B B, KO T8, BR F8, ik CA s B2

miEY LR FEEE IR KRS 2024 £ 10 A 31-11 B2 8 (FRE)
BEA RO TILROEEFBICHDELR D RARFOERE
B X8, BEX T, R FE, AR S5

nE 53 REFHMEEMESE 20245118128 (Z&)
Va—REFREBE ISR FOFEZ
#BAR A, BB B, R FE, HKAX, 3718 B2



s REELFLMABEIE 2024 FEHIE 2024F 11 A28 (RR)
EXREEHEZRAVEASTERZHEL TS -TIILE I UBEREIONE
EE AH B85 EN, FH AR oBE s Y, B\HLUL E

niBRIRIRAYMFRE 25 MFR 2024 F 11 A 348 (RR)
Mycolicibacterium sp. PO1 % EHBEER L TEFDE L U N EEEE T S & 2 IRBEME O EREG & @77
#5K {ZF, Felipe Vejarano, KA F#&, EH F#H, Onruthai Pinyakong, 7/ 53

TSR FEOEBEBDEOHOHLNT—E2A—XER
FR FE, kO Fi&, @R BN, K AX, & HE, 82 5% K CA #718 B2

AN — L3R TSR 2 K pCAR1 BXRD#IRIAS > /39 & Pnd O DNA #E&#X DfZEA
KB T8, IA 3%, B BHE, Yang Miaoyan, {£3& [53h, $5K B, B8 (A4R) HE Y, 08 g2, EiD 5, [
A F, R F)R

ELo#ERBEEAAEARRCEIFHREL OOHBEEORE
Felipe Vejarano, #6K {ZF, kO F%, A F L, Onruthai Pinyakong, ¥ /7 513

nEEBENMFTFH/ AP —w3+— 2024FE 11 F9H (@A)
AEMRBICH 1+ B EIERE S
mE sHY

nif 22 EIMAEYHRE 2024 F 11 A 238 (RR)
Corynebacterium glutamicum D7 )L 52 = UBEEZHICH T IEERRBBROEEARIA
tHEE} HE sHY, BLE

Corynebacterium glutamicum 12§51+ % 1 =—% % PDH-ODH {2 & A D 141K fZEA
ER X B SHY, B\BLE

BERMLIRASR /9 B0 DNAREEHXELDICHREBET M ?
STA S8, kO F3&, &M B, Yang Miaoyan, $iK ¥, BE S8, R F83

ELUNBEEEEERT HMED FACS #FIFA L -G & @
$5°K {ZF, Felipe Vejarano, kO F#&, @M FH, Onruthai Pinyakong, ¥/ FH3

Corynebacterium glutamicum IZE 11255 )L4 2 VBBEEORBEEL ) T OBEREBROEEL
RE &, &E8 cHY, B@LE

Pseudomonas BHIEHEND TSR I FT—AR—IADIEE
KO FiE, EF B, K AKX, i AR, 22 FE K CA, 528 BE, HFRFHE

Corynebacterium glutamicum 12§ 1T % GDH & GOGAT D ###ERI4E B 1 F O #E 4T
WA #iF, BA B, B c68Y, AL E

Klebsiella oxytoca 7' )L 32 = U EE% FEMROEIEKICET 5813
BN ERX FH ESW &% A A5 EN, oRE cHY, BmL B

BT ECERRAARS E 2R TSRS FRARK T TSR FOBEMT—2A—XOBEHFICAEIT T 2024 F 12
H24-258H (=Z8)

Host metabolism reducing fitness costs loaded by plasmid carriage

Masaaki Hidaka, Chiho Suzuki-Minakuchi, Kenshi Suzuki, Kazunori Okada, Nobuyuki Okahashi, Hideaki Nojiri

T3 A2 K pCART BHIRD##RIA S /39 E Pnd O DNA fE&# D AZEA
KO FiE

Immediate transcriptional response of Pseudomonas resinovorans CA10dm4 triggered by plasmid acquisition
Chihiro Liu, Mika Nishimura, Satoko Suzuki, Chiho Suzuki-Minakuchi, Kazunori Okada, Masahito Hosokawa, Hideaki
Nojiri



Comprehensive detection and prediction of RIP/oriV in plasmids derived from Pseudomonas species
Hui Xie, Maho Tokuda, Nanako Isogai, Chiho Suzuki-Minakuchi, Yosuke Nishimura, Haruo Suzuki, Yoshitaka
Moriwaki, Yasuhiro Tanizawa, Masato Suzuki, Masaki Shintani, Hideaki Nojiri

nE 1B BFEEN RBIEEOURDSHL 2025%F 18208 (BERE)
FEARDOHRY D UVEERRDEERNMNS R TE-REV AT LDEILL - ZHME
i IR

sE2 S UBWREES F 478 B AEHES 2025F 2 A 28 H (KiE)
BURBENEET DMEYEILAIA L UDEER
i I TR

nBAREFER 2025 FERSE 202543 A 4-88 (#LiR)
Corynebacterium glutamicum |2$ 113 L/ S—E DESETK
tHEB} HE EHY, BLE

Corynebacterium glutamicum 83 ODH 471 = v b OdhA DEFFEEL YRE SN S ODH RiH A 2L
LR KAE, BT &M, ERANF, #EE -, d@ cHY, BLULUE

BEFAN S LM > KA 2 2/ Y B Pnd @ DNA #E&HR
IR S8, kO 58, & B, Yang Miaoyan, 1£38 55k, 85K BIRS, 74 (H4R) HE Y, 8 Bz, EiL 8, [
H Fi, R F13

B4 A 2 Oryza officinalis IZEITDEI SV F A ERBEES TILR U ERER
EH E, 2 X, RE)BA, FR FE, 218 50

DINF OB MRE DB S & UNBEER DR AERERT
N8 RE, Felipe Vejarano, #ik 8, #)Il A, [R B, fik X F, BF #, Bh EA, | S50, B F, EEH T
#oKk0 T3, FR F8

Bacillus BHIENEET 2HBPEO—ILT I FLEYORREZTOEESRICET ZME
#HE K, 22 E SR dB cBY, AL E

ER NV EMT S/ B DADH £ ERITH 1T IR ZFREMBICET SR
£k EH, REE SHEF ORE SBY, BILE

Pseudomonas BMIEHEN TSR 2 FOBRLE
B RE, fEE BfE, A EXaF, kO T, @&F BN, K AKX, F B, 8 B SR CA 78BS

ELURBEE/NA— b — LT 5MBERBEERAORE & 8@
#8K {ZF, Felipe Vejarano, kO F%&, @H FE, Onruthai Pinyakong, ¥ /7 55

Corynebacterium glutamicum ®J' )L 5 2 UBBEEIZIEY TUOBERBROEELEERERALETH D
RE &, w8 sHY, B@LE

TSR FEEEDEHOHFLVT—EA—X
R S5

T353R FOBERII—FT ) —DERVHIEIORBICRIETHE
BE ER, kO T, &Kk 85, A B8, [ %, R 58

TR Micromonospora BIZ#H 175 AMCP 28 AHEIEF Y S5 R 2 —DIEEREMN
FEAEK Bk EHS VAW, FRX B, FHEF B Y, AL E

BHREICE VT AMCP N L TAEESNAFHRR VAR TF FOERMBERICET SR
Bk B, SR i, 5@ <8Y, BUE

Corynebacterium glutamicum 2§11 % GOGAT & GDH D aErItEEER
WK #F EA B, &E &8Y, BwBLE



Functional insights into a unique acetyl-CoA synthetase homolog fused to a transcription factor domain.
Ayako Yoshida, Makoto Nishiyama

BEIIUBERBREZFALEZAKPERAE -TLE I VBEEOHR
T KE, At EXH, - H HE SHY, BLULE

T35 FRRDOERZEET 58 EONHALEDENT
2 F=, AF X8, 5K CF, KO TR, BB B, M) EA, TR FE

ELURRTL— MEEXTLTHRELZE L VU OBMEYO D REEOREN
Felipe Vejarano, kO F#&, EH F#, Onruthai Pinyakong, ¥ /7 /8

Functional analysis of peptide transporter OsPTR5 on momilactone B transport in rice
Junhao Wang, Youming Liu, Wenijing Shi, Peter Nick,Yasuhiro Matsuo, Tsuyoshi Nakagawa, Hideaki Nojiri, Kazunori
Okada

Co-regulation of large-type glutamate dehydrogenase from Schizosaccharomyces pombe by phosphorylation and

amino acids.
Yifan Wang, Takeo Tomita, Ayako Yoshida, Saori Kosono, Makoto Nishiyama

Serratia sp. ATCC 39006 12175 AMCP @54 A REEFY 5 R4 —DFEH
Zhang Xinyue, Heru Pramono, 5 H ¥#F, &E c6 Y, AL E

A AREEFLES0[EMKE 202543 A 11-138 (W)
MEPMREOR ALY EXH U HMHBERICET 2HE~F 25K~
AR —H&, B FTF, TK EF, T8 BE, kO 78, R F3

nE 66 BIAARIEYEESS 2025F 3 A 14-16 B (£iR)
A4 XFRFICHEITEIHEBA AL ED ) DLSF O OESHEHEEROREER A h =X LOREHR
EI[ Jtih, 15 &fm, BE B, IE B—

M DEDZALHIFED 5 FHIEDAZA
HRE RRIC

VEARFTRATHERMD I =/ —LBNICE DD IVLRZEEICELL2HERFORE
A I, BE E, K Ak, FE BR, 515 E, #E R, Z &5—

1 X DRFR-BRERFNS U ARAHICE 1+ HEFEEF OsHHO3 D EEIDKET
R ORREL, HE BRI, MIE B

Physiological roles and transcriptional regulation of the OsHHO3 transcriptional repressor gene under fluctuating
nitrogen conditions in rice.
Yugqiu Jiang, Mailun Yang, Yuying Wu, Yasuhito Sakuraba, Shuichi Yanagisawa

nE 19 EIEARY / LAEYMFSES 2025F 3 A 17198 (KEE)
TSR FI747) OEBEIZAITEEY S T—2BREBOEBE
mf BB, SR CA, BR B, K AKX, 718 BS

OERFRHKRF

mNational University of Singapore-University of Tokyo-Kyoto Joint Symposium: Role of Microbiology in Sustainable
Development 2024 %4 A 38 (> HKR—I)

AmCP-mediated biosynthetic machinery: a new platform for proteinogenic and non-proteinogenic amino acid
biosynthesis.

Makoto Nishiyama



mJSPS Thailand-Japan Joint Research Project FY2022-2024: CU-UTokyo Symposium: Microbial Function for Better
Life 202444 A 18 B (R®)

High throughput monitoring of bacterial PAH degradation using PAH crystal fluorescence quantification

Felipe Vejarano

m26th Biannual International Plant Resistance to Insects (IPRI) Symposium 2024 £ 4 B 22-25 B (A&, &%)
Balancing responses to pathogen infection and herbivory in rice terpenoid biosynthesis
Youming Liu, Naoki Yamamoto, Koji Miyamoto, Mengchun Lin, Hideaki Nojiri, Kazunori Okada

mPAG Asia 2024 2024 %6 A 5-7 B GFil, E)
GWAS-based identification and biotechnological application of a phosphate starvation response regulator in rice.
Mailun Yang, Yasuhito Sakuraba, Toshiki Ishikawa, Namie Ohtsuki, Maki Kawai-Yamada, Shuichi Yanagisawa

m51st Annual Meeting & International Symposium, The Korean Society for Microbiology and Biotechnology 2024 2024
F£6H18~21 H (£F1U, BE)

Secondary metabolites synthesized using the amino-group carrier protein in streptomyces lydicus.

Yuta Hayashi, Yusuke Sone, Ayako Yoshida, Saori Kosono, Makoto Nishiyama

Citrate synthase condensate: its functional relationship with glutamate production in Corynebacterium glutamicum.
Makoto Nagaoka, Saori Kosono, Makoto Nishiyama

Regulatory mechanism of CoA transferase revealed by cryo-EM structure in complex with its regulatory protein.
Ayako Yoshida, Tomoko Miyata, Keiichi Namba, Makoto Nishiyama

mThailand-Japan Collaboration Symposium: Microbial Biotechnology: Enhancing environmental sustainability through
microbial biotechnology 2024 &7 98 (/\>2a%,324)
Immediate transcriptional response of Pseudomonas resinovorans triggered by plasmid acquisition: Cue to solve the
mechanism of plasmid insensitive phenotype
Hideaki Nojiri

Structural insights into the function of nucleoid-associated proteins: Key factors for plasmid-chromosome cross-talks
Chiho Suzuki-Minakuchi

Bacterial self-organization and system stability: Emergence of subpopulations and metabolic networking for functional
stability
Kenshi Suzuki

Pyrene crystal plates for the detection of bacteria modulating Mycolicibacterium sp. PO1's pyrene degradation and
biofilm formation ability
Satoko Suzuki

High throughput monitoring of bacterial PAH degradation using PAH crystal fluorescence quantification
Felipe Vejarano

mlCAR2024 2024 F7 A 15-19H (H>T« I3, KE)
Molecular mechianism for higher adaptation to nitrogen-deficient environments in an Arabidopsis natural accession.
Keina Monda, Atsushi Mabuchi, Juntaro Negi, Satoshi luchi, Masamoto Kobayashi, Michitaka Notaguchi, Hiroki
Tsutsui, Mitsutomo Abe, Yasuhito Sakuraba, Shuichi Yanagisawa, Koh Iba

mInternational symposium on plasmid biology 2024 2024 & 9 H 2-6 H (GE#)
Host metabolism reducing fithess costs loaded by plasmid carriage
Masaaki Hidaka, Chiho Suzuki-Minakuchi, Kenshi Suzuki, Kazunori Okada, Nobuyuki Okahashi, Hideaki Nojiri

Immediate transcriptional response of Pseudomonas resinovorans CA10dm4 triggered by plasmid acquisition
Chihiro Liu, Mika Nishimura, Satoko Suzuki, Chiho Suzuki-Minakuchi, Kazunori Okada, Masahito Hosokawa, Hideaki
Nojiri
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Genotypic reassessment of Pseudomonas plasmid incompatibility groups according to recent sequence-based
approaches

Yosuke Nishimura, Kensei Kaneko, Tatsuya Kamijo, Ryota Moriuchi, Hideo Dohra, Kazuhide Kimbara, Yusuke Tsuda,
Chiho Suzuki-Minakuchi, Hideaki Nojiri, Haruo Suzuki, Masato Suzuki, Masaki Shintani

What has fascinated me about plasmid research?
Hideaki Nojiri

Development of a sequence-based prediction method to determine which bacteria receive plasmids by conjugation
Maho Tokuda, Shunta Tsuruga, So Maeda, Rin Yamazaki, Chiho Suzuki-Minakuchi, Hideaki Nojiri, Kazuhide Kimbara,
Masaki Shintani

mThe 22nd International Conference on Nitrogen Fixation 2024 %9 A 9-13 H (S/\k, ERAw 1)
Novel application of diazotrophs; as the producer of nitrogen containing compounds from aerial nitrogen.
Daisuke Yoshidome, Makoto Hidaka, Yusuke Ito, Saori Kosono, Makoto Nishiyama

minternational Conference on Agritechnology & Bioprocessing Innovation (ICAgBio) 2024 2024 £ 9 A 24-25 8B (¥
TINYT—I, I L—TF)

How do bacteria avoid the burden of various plasmids?

Hideaki Nojiri

mThe International Union of Microbiological Societies 2024 2024 £10 A 23-25 B (Z7A—LYX, 41321 7)
Screening of bacteria capable of modulating the degradation ability of a pyrene-degrading Mycolicibacterium strain by
coupling single-cell inoculation and pyrene crystal fluorescence quantification
Satoko Suzuki, Felipe Vejarano, Chiho Suzuki-Minakuchi, Kazunori Okada, Onruthai Pinyakong, Hideaki Nojiri

Fluorescence quantification of immobilized pyrene crystals for high-throughput detection of microbial pyrene
degradation
Felipe Vejarano, Satoko Suzuki, Chiho Suzuki-Minakuchi, Kazunori Okada, Onruthai Pinyakong, Hideaki Nojiri

@B D DEKEFE

Dr. Kallayanee Naloka (Chulalongkorn University, Thailand) 2024 f£1 B ~12 B
Dr. Onruthai Pinyakong (Chulalongkorn University, Thailand) 2024 & 4 B

Dr. Prinpida Sonthiphand (Mahidol University, Thailand) 2024 % 4 B

Dr. Nuttapon Pombubpa (Chulalongkorn University, Thailand) 2024 & 4 B

Prof. Guotian Li (Huazhong Agricultural University, China) 2024 #£6 H 26 H
Prof. Ming-Yang Ho (National Taiwan University, Taiwan) 2024 ££6 A 26 B

Dr. Sung-Hwan Cho (Seoul National University, Korea) 2024 %6 A 26 B

Dr. Alvaro San Millan (National Center for Biotechnology, Spain) 2024 £ 9 A
Dr. Gad Frankel (Imperial College London, UK) 2024 £ 10 A

Dr. Meng-Chun Lin (Institute of Plant and Microbial Biology, Academia Sinica, Taiwan, R.0.C.) 2024 &£ 12 A

OF— T v UNRREDHBEE

BEETEALTFSESR 2024457170 4@E154. SIXHE44
BELETEILSESHR 202447 A31H £E109%. BIEHE T4

KR AFASESH 2024 F 10848 44404, BIEHKE 34
HAMIETEESRMBRSR 2024 4E 11 A208 41604, 5IR%8 64

OBELLUVRFEDRE

WZEE—  BREYNAF TV /00— 2024 EEFRE

HBE RIZ - BAEYMEESR 2025 FERME

BHARLCF BREEEYFRFE250F2 BF KR4 —E

BRCF : FHN6 FERRRFRFREZEDHERER ARBRE

B AR : BARLTIEBEHES 2024 FERERE EF R4 —KREFE

WA #iF - FSM6ET S LIGHEY / LBERKBERFTAS REFRX2—E

Mailun Yang : 2023 Chinese Government Award for Outstanding Self-financed Student Award
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Azizan SNF, Murakami S, McTaggart |, Yusof N, Sha’arani S, Hara H, Noborio K.

Changes in specific microbial groups characterize the impact of land conversion to oil palm plantations on peat.
Front For Glob Change. 2024;7:1305491.

Baharin NSK, Tagami-Kanada N, Cherdkeattikul S, Hara H, Ida T.
Effects of repetitive production on the mechanical characteristic and chemical structure of green tea bio-coke.
Renew Energy. 2024:222:119926.

Ismail HF, Md Akhir FN, Othman N, Hara H.
Optimization of extraction solvents on the antioxidant properties of coconut waste.
J Adv Res Fluid Mech Therm Sci. 2024;117:109-117.

Kato T. Xia D, Ozaki T, Nakao T, Zhao P, Nishiyama M, Shiraishi T, Kuzuyama T.

In vivo and in vitro reconstitution of biosynthesis of N-prenylated phenazines revealing diverse phenazine-modifying
enzymes.

ChemBioChem. 2024;26:202400723.

Kimura-Ishimaru C, Liang S, Matsuse K, lwama R, Sato K, Watanabe N, Tezaki S, Horiuchi H, Fukuda R.
Mar1, an HMG-box protein, regulates n-alkane adsorption and cell morphology of the dimorphic yeast Yarrowia
lipolytica.

Appl Environ Microbiol. 2024;26:€0054624.

Krishnaraj J, Ueno S, Nakamura M, Tabata Y, Yamamoto T, Asano Y, Tanaka T, Kuzuyama T, Saya H, Ohki R.
IER5 promotes ovarian cancer cell proliferation and peritoneal dissemination.
Cancers (Basel). 2025;17:610.

Liao Z, Gopalasingam CC, Kameya M, Gerle C, Shigematsu H, Ishii M, Arakawa T, Fushinobu S.
Structural insights into thermophilic chaperonin complexes.
Structure. 2024;32:679-689.

Maeda Y, Hirakawa T, Suzuki S, Suhaimi N, Shamsol Anuar NS, Yoneda K, Shintani M, Suzuki K, Sunagawa N,
Kawachi M, Suzuki |, Hara H.

Chromosome-scale genome assembly of an acidophilic microalga Tetratostichococcus sp. P1 isolated from a tropical
peatland in Malaysia.

Microbiol Resour Announc. 2024;13:e0081623.

Matsuse K, Hara M, Iwama R, Horiuchi H, Fukuda R.
Phosphatidylserine synthase plays a critical role in the utilization of n-alkanes in the yeast Yarrowia lipolytica.
FEMS Yeast Res. 2024;24:foae030.

Minami A, Asai T, Tachibana T, Tanaka Y, Nakajima M, Tamura S, Nakazawa M, Tsuru Y, Fujiyama Y, Tagawa Y,
Kuzuyama T., Kakuta S, Ogawa T.

Establishment of the improved colonization of Escherichia coli laboratory strain in the intestine mediated by single gene
deletion.

Biochem Biophys Res Commun. 2024;734:150448.

Poopanitpan N, Piampratom S, Viriyathanit P, Lertvatasilp T, Horiuchi H, Fukuda F, Kiatwuthinon P.

SNF1 plays a crucial role in the utilization of n-alkane and transcriptional regulation of the genes involved in it in the
yeast Yarrowia lipolytica.

Heliyon. 2024;10:€32886.

Riyadi FA, Alam Md Z, Salleh Md N, Salleh HM, Hidayatullah IM, Hara H.

Characterization of a thermostable-organic solvent-tolerant lipase from thermotolerant Rhizopus sp. strain PKC12B2
isolated from palm kernel cake.

Case Stud Chem Environ Eng 2024;9:100721.

Riyadi FA, Azman NF, Nadia Md Akhir F, Othman N, Hara H.

Identification and characterization of lignin depolymerization enzymes in Bacillus subtilis S11Y isolated from a tropical
environment in Malaysia.

J Gen Appl Microbiol. 2024;69:278-286.

Sahabudin E, Kubo S, Yuzir MAM, Othman N, Nadia Md Akhir F, Suzuki K, Yoneda K, Maeda Y, Suzuki |, Hara H,
Iwamoto K.

The cadmium tolerance and bioaccumulation mechanism of Tetratostichococcus sp. P1: insight from transcriptomics
analysis.

Bioengineered. 2024;15:2314888.
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Suzawa T, Iwama R, Fukuda R, Horiuchi H.
Phosphatidylcholine levels regulate hyphal elongation and differentiation in the filamentous fungus Aspergillus oryzae.
Sci Rep. 2024;14:11729.

Uemura S, Mochizuki T, Kato Y, Mioka T, Watanabe R, Fuchita M, Yamada M. Noda Y, Moriguchi T, Abe F.
Mtc6/Ehg2 is a novel endoplasmic reticulum-resident glycoprotein essential for high-pressure tolerance.
J Biochem. 2024;176:155-166.

@

Basha AN, Nadia Md Akhir F, Othman N, Hara H.

Anticancer potential of bioactive compounds from microalgae. A review.
J Adv Res Micro Nano Eng. 2024;20:1-9.

Iwama R.

Phospholipid dynamics in Aspergillus species: relations between biological membrane composition and cellular
morphology.

Biosci Biotechnol Biochem. 2024;89:515-522.

BRFE
ALk ERE R MTHETA EEE )
BRIEZE EFERIEZERAN) 2024 £4 A&, 8-9.

HHB—, EX B2

THAXBEEBOITNTEERT SLOIC~BHRICHFET
YT EREE 2024,102:606.

Q@F[I/HX
afE X
Bi ZBA (7 /N0 TY PEHET LR AHRERCETIHE] (5E%E BLSR)

BEEHE  THRIRE Aspergillus oryzae |28 11 D EKIEIEE DA RLHIH & A BAEEEICEET 2HIR) (BE%E &
HE—)

) BRF I EBMME Thiomicrorhabdus sp. SREC-4 D ER BREENIZET 2] (BEHE HH 8
Z)

nfE X
HREMBE [HRENVEET IRBRNENMEEXRDOIA D UOEERICET A% (BEHE B EA)

A EE  [EBRSHELERMEAVERAYMESHELRTFI SR —0OREHZATHRE] (BEHE B E
)

B thiF THELZZEBLE LETIRUVRLEBRORICHEERT] (BEHE B EAXA)
t=H 2 A EHEA2Y/ LBEDT LIS VRT7S5—FICEITIHE] F5EHE B EAR)

W e T8 Yarrowia lipolytica ® n-7ILH URBIZH T HERERBRIEEDORIICET IMEI (EEHE
=E B—)

2 BH I'Studies on the metabolism and uptake of n-alkane in the yeast Yarrowia lipolytical (156B#% & 1EH R
—)

FJIl {Z—BR T/KFEHE Hydrogenophilus thermoluteolus TH-1 @ PHB & R IZE4> 5 B 5 D EERRHT
® £5h M7 K RME Hydrogenophilus thermoluteolus TH-1 M T )L X — R BB T &1 FHERERRAT
BHEBA TEIBRIHLEBECELELERRICEOCSH—E—LERLBELEOHEORER] (5E%8 FHB—)

g THH [Saccharomyces eubayanus DA %D Saccharomyces cerevisiae @ interspecific disomy #k % F
W=7/ LRRERDORERN] (EEHE BHB—)
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nEERX
BH BEX I'Studies on microbial functions mediated by 2’,3'-cNMPs derived from nucleic acids] (&% & &
W #R)

AL A8 lNdentification and functional analysis of terpene cyclases from Trichoderma atroviride FKI-3849]1 (&

%8 BWER)

&’

B EE I'Study on the biosynthesis of griseolic acids] (§&8#% & HEiL EHA)

i

Il 888  THRIRE Aspergillus nidulans IZE 1154 VAR SHIEEE L ZTOABMNERICHET 2T (BEHE
=@ B—)

B8 Z4F (B Saccharomyces cerevisiae |ZH1THEKEER ) VIBEARBEORENERLERES VT
JUT 4 OMEHEICETIME] (BEHE EEHBE—)

AH EET #RIEE Pseudomonas aeruginosa D RIGELILEERDEEICDLNTOMEL (GBEHE #HHF E2)

WA gE  [Hydrogenobacter thermophilus TK-6 O Met - Cys £ &K (FMEBMERSE) 1| (BEHE #HH+ 182)

OENFRRRFE

WBEEEHEHRAARLREES 2024 F50298 (KR
COERMET B/ AR I—4EEHE L VHRIRRB OB
EoRLEd

i 66 BIAREEAILFS 202446 A 6-7 B (F#)
JE RISV RESTUVEMBRICE 2R RBERNDIEERD T — ORI
afE 5, FEE M, Nk &, i 0K, W8 B4, EREZ

e 4EAEAEHRFER EFORWMERRE 2024 F6 5108 (FLig)
Streptomyces coelicolor IZE LT rpsL K8BE EEMNREMBEEEZEMHILT 5 A h = X LDOEM
ERARE ME FEEEA RERE B EX, NI HEih

w24 M BAERERFRFER 202446 A 11-13 8 (4L1R)
ErA7LIAFIEMET S Fur2! DEE EDESROBETAE & URICHEBERERT
FWEH, BB KEB, &5 BfE, BlU B, FHE

AEHZEAVEERBRR TR VRIEERO RICHEIEBERT
¥ th{E, k& X, BE K&, BlU BA

KIBE RNase | IT& B ) RY—LDHfEE F DFIEEEE
HE FEAGEE B2 SE NE &2, BUEX TA F3, /M ik

m6th Global Innovation Workshop 2024 £6 A 27 B (EXR)
Analysis of the reaction mechanism of the fungal terpene cyclase TaTC6 using a computational chemistry approach.
Yusaku Karasuno

Studies on terpene synthases from cyanobacteria.
Jiayi Yu

sBAEZLEER 2024 EEBEEXHARE 202488 30H (BR)
EHNEE Y FKEFRRECS O CTEIERRE %X X 5 FLEAE Lactobacillus acetotolerans BEFRRD BB & 47/ LT
B FTE, B B2, NI (S8, BH B, FHHF Ee, ULBATER

wEREEFE A — S LESTRMRRES 202459 A 9-11 B (FHd)
Saccharomyces eubayanus Hh\;r9 7))L a7V —)LEZ O R KR
BHEAN A4V LT LE MK 515 R+, &F =, 80 B—, BN #%2, FH 5—

Saccharomyces cerevisiae |IZE 1T A AT A—)LA A RA—LDRENZET 8%
AW R, 8 B—
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Saccharomyces eubayanus QIERIRETHREAN LR T HEEFOKE
B E ME ¥, S8 RTF, Al =, B0 B—, BN B2, FE B

SH—E—-LEEOETILKRICEITHI bay YT LEREHEMOREE
127 #1, AA B, S AT, sR =, BE BR—, BN #z, e 55, TR B—

n-7 )L Hh V& ILEER Yarrowia lipolytica IZE 1T 3R RA 77 FUIILt ) D AREREREKROINELEMROHENT
Wi e, R A B, B =, BN B2, BH B—

w38 @ (2024 £F) BAMBREFEKRE 2024F9A 10118 (RR)
Streptomyces coelicolor A3(2)D Z R HHEMEILMREBRER ) RY — LDOEEEYZ MR
EARE HE FAEEA RRE BWLEAX, NI EA

R R FT R KEER Agme DEFRHDIEK
BRACE BF K8, BlLBA

BRENEET IRFLBREREERALEYVORER
Bt Zi2, BF K&, Bl EA

Characterization of chaplins and rodlins for the rodlet formation and cell surface hydrophobicity of Streptomyces spp.
Nurul Syahirah Shamsol Anuar, Noraiza Suhaimi, Takeaki Tezuka, Kenshi Suzuki, Naoki Sunagawa, Yasuo Ohnishi,
Hirofumi Hara

EMESYTL/ A FRAEEHIE 202459278 (HFR)
T LEEBEEEANV:-TTO0HLNUBEXAYMOILEERERK
ZHEE EE A, 88 KW, BlLEX,NE BE

sRNA 70V F 4 7S—T 1% 2024 2024 4 10 A 28-30 B CG##R)
A L RIZIEE LYK Y — LD S R E
MR EEA G ER WESE B BX, 58 F8, mk &z, /M Esh

sBAMAEYMEREREREITELERE 2024510 A 28-31 8 (E8)
FEHKBHEBICERT A2MEMIRNERRZEZMALTERARE LTS M?
)1 BEF, N BRAR, SEEF this, Pk T, 2K EZ0h, S H L FH E2, WK EE

a5 23 EARREDFEYNFIL T 7L UR 2024511 A 348 (GHid)
Aspergillus oryzae M3 21N B MBI T 2 EKREREOTBEMEDELE
BiE WA, B = BH B—, BN 2

#IKE Asperygillus nidulans DFEFBIRBIZH1TE PS THILKRF LS —HE 2 /Y BOHEERT
5 ER, &2 =, 8H B—, ERN 82

i 22 MAEYAES 2024FE11 8238 (ER)
T)RXIL7—F] & TRIBURY—L] IT& 2R RY — LEFREEE
NI B

niE 206 MEBMBEMESGSE 2024 F12A6 H (ER)
BERIZH 5 XTO0—)LDOEE & MBaREg%
E=H B—

PN EFEEEARA) ERREOER - FA - BIEEEB L LECATLEYEREE TFMESARZE] £5E2
B VRIS L 202528158 (FF)

BEZHRE—FEEVNERRICOER - T4 - 8lH

BELEAX

i 59 EGIEE - VS LEMREBLERES 202542821228 (ER)
BEEOWEEA T O RUEEEEA 4 L OESEEE AT 2E
BAR HE, 88 [BE, BH EA FiH gz



BRIEE - VS LEMRBRPERRS BHFRXSNYR—FEE CHRE
FEA HE, 88 FE, BHF EA, FH F2

sEAERELFE 2025 FEEKRE 2025453 A 4-8 3 (#L18)
REBRNEMEEXSIA O UDESRKICET 2R
HE HEE B8R/ K, Bl EA

AREICE T HMREREHBEZHET 5EREDERE

afd 52

Saccharomyces cerevisiae 2§ T3 AT A— )L FREDKRE|ZET 5%
KN BIR, BN #2, 80 B—

B& 8 Yarrowia lipolytica @ n-7 LA AXEHIE & EEEISRICH 1T 558
AH BifE, 80 B—

KFHRIZEITSH COEBRIL ~KFHEIORBMFELER~
B RE FHBZ

RIRE DN A I~DIRREMEIZEE D 5 57 [T REER D AZAT
AT EFF, Rl MEh, BH FE, HiF H2

1T EVE KRB Hydrogenophilus thermoluteolus TH-1 FA3E Large-GDH DiEE & & UHERERRAT
IR R, B BE, EE BE, &8 FE, #iHF 82, Bk HIE, K5 £X

FEMBEEIE L-RES (ToILMY) ORBEE
i RE, Bl BA, LB KRER, £ &

AFREICE TSI bay ) 7AFBREERFOEEBNER OB
Il 4289, tBE BR—, & H &, 5%

Saccharomyces eubayanus IZE W TERBRETREANEE T 5 ELRFORE
B R MHE ¥ 515 AT, 5 =, 80 B—, BN Bz, FH BE—

1FEME K RME Hydrogenophilus thermoluteolus TH-1 12§ 1+ 2 B REEA AR 22 D 74T
gL, B HE, A E2

FA—E—LEBOETILKREAV:I oY R 7 LERIBIEREDBEED BT
18 5T, A4 B, S8 RF, 5 =, B B—, R #2, 2 &% FH E—

n-7)LHh V& ILEER Yarrowia lipolytica IZE 113K R 77 FUIILt ) VAREEREKROINELTEMROHER
W B, R SRR, Al =, BN 82, BH B—

JKEH#HBE Hydrogenobacter thermophilus TK-6 M Thr/Met A & BiEER & F D HEI D AT
WA EE a8 JBE A 82

HEFBRICE T HRIRM R Y — LS RS
O, 7 RT, IUA ER EAEH, B BEE KE BEF, I EX, 5% &% B8 EN, EXFE, BlU EX, HH
B&—. /M1 HEh

Biosynthesis of the nucleoside antibiotic A-94964.
Hao Xu, Taro Shiraishi, Tomohisa Kuzuyama

o BEAAREYIFRREAAXIOF YL 20253 A 148 (ER)
RIRE DDA I ~DRREIZEH 5 1 [ITREER DT
A%k EFF, Rl M5k, BH FE, HF H2

FEVE KRB Hydrogenophilus thermoluteolus TH-1 @ PHB X3 B89 2 B¢ D REARAT
RIIZ—HA, 88 B%, FHF 82
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nBAFRILFEESE 105 FFELR 202543 A 26-29 H (RH)
CTIRUEBBREAWN:3,718-FS RS M) T oDE-BRNATU Y FEK
=k B, il 2, Bl BA, AE B

AATAR/ A FOEESHBIRICE TS T Lo IVEEGHER Fur? OMERIEOENTR
AH HRE, 8 R, & BE, 0O 85h, 85 KB, BILEA, FH B

BNAOTUTIROTFOTOZE-BERNAT) Y FER
20 BE, B RERE, ATHE =1E, PIUZ, BILEX, B T8N

OERFEHRRF

m1st Japan-Korea Actinomycetes Symposium 2024 £ 6 A 16-18 B (VY ™JL, &EH)
Biosynthetic study on the nucleoside antibiotics.
Taro Shiraishi

m21st IUPAB & 62nd BSJ Joint Congress 2024 2024 & 6 A 24-28 H (FR#R)
Molecular mechanisms of interaction between RNase | and ribosomes.
Atsushi Minami, Takehito Tanzawa, Zhuohao Yang, Takashi Funatsu, Takayuki Kato, Tomohisa Kuzuyama, Hideji
Yoshida, Tetsuhiro Ogawa

m19th International Biennial Pseudomonas Conference 2024 £ 9 A 1-58 (AR N\—52, TUX—%)
Functional analysis of multiple nitrate transporters in Pseudomonas aeruginosa.
Hiroaki Okamoto, Masafumi Kameya, Masaharu Ishii, Hiroyuki Arai

mTranslational Control 2024 2024 £ 9 A 3-7H (Za2—3—7%, k@)
The interaction mechanism between RNase | and ribosomes.
Atsushi Minami, Takehito Tanzawa, Zhuohao Yang, Takashi Funatsu, Takayuki Kato, Tomohisa Kuzuyama, Hideji
Yoshida, Tetsuhiro Ogawa

m1st International Symposium on Living Systems Design Research 2024 & 10 A 14-16 B (#\/I)
Improved colonization of Escherichia coli laboratory strain in the intestine mediated by single gene deletion.
Minami A, Asai T, Tachibana T, Tanaka Y, Nakajima M, Tamura S, Nakazawa M, Tsuru Y, Fujiyama Y, Tagawa Y,
Kuzuyama T, Kakuta S, Ogawa T

mThe 2nd Taiwan-Japan Bilateral Symposium on Natural Products Biosynthesis 2024 &£ 11 A 14-15 B (E=R)
Unusual C-C bond-forming reactions in the biosynthesis of the nucleoside antibiotic A-94964.
Taro Shiraishi

QBN D DKEFE

Prof. Victoria Lee (Ohio University, US) 2024 £ 6 A

Dr. Lihan Zhang (Westlake University, China) 2024 £ 8 H
Prof. Ben Shen (University of Florida, The Scripps Research Institute, US) 2024 &£ 9 B
Estonian Research Council 2024 £ 10 A

Dr. Anu Noorma

Dr. Marko Piirsoo

Dr. Katrin Saar

Dr. Mart Loog

Dr. Kaspar Valgepea

Dr. Andres Merits

Dr. llona Faustova

Dr. Tiit Land

Dr. Priit Eek

Dr. Timo Kikas

Dr. Rando Tuvikene

Prof. Hal S. Alper (The University of Texas at Austin)

18



OHERLLUFEDRE
AE BLE  EVBERKEIFAEYFICT7 LR TRERHE (ARERFRFIE) |
Il BB SR 6 FERFHRE




