Graphic Summary Alignments Taxonomy

Sequences producing significant alignments Download ¥ [EJ Select columns ~ Show (]
selectall 700 sequences selected GenPept  Graphics Distance tree of results ~ Multiple alignment [EHMSA Viewer
s e SoenttcName (L e Cowr vaiue  ldant | Lon Accosson
v | v | w - - -
C-SRC (SH2 DOMAIN) COMPLEXED WITH ACE-MALONYL TYR-GLU-(N,N-DIPENTYL AMINE) [Homo sapiens] ~ Homo sapiens 226 226 100% 2078 100.00% 107 1A07 A
C-SRC (SH2 DOMAIN WITH C188A MUTATION) COMPLEXED WITH ACE-FORMYL PHOSPHOTYR-GLU-(N,N-DI... Homo sapiens 223 223 100% 3e-77 99.07% 107 1A1AA
Crystal Structure Of Sh2 In Complex With Ru78300 [Homo sapiens] Homo sapiens 222 222 98% 1e-76 100.00% 108 1041A
Triple mutant Src SH2 domain [Homo sapiens] Homo sapiens 220 220 100% 9e-76 97.20% 112 4F59 A
Crystal Structure Of Sh2 In Complex With Phosphate [Homo sapiens] Homo sapiens 218 218 98% 3e-75 99.05% 108 104C A
The structure of 1NA in complex with Src T338G [Homo sapiens] Homo sapiens 225 225 99% 2073 100.00% 448 4K11 A
Crystal Structure Of Human Tyrosine-Protein Kinase C-Src [Homo sapiens] Homo sapiens 225 225 99% 2073 100.00% 452 1EMK A
Structure of unphosphorylated ¢-Src in complex with an inhibitor [Homo sapiens] Homo sapiens 225 225 99%  2e-73 100.00% 452 1Y57_A
Structure of Human ¢-Sre Tyrosine Kinase (Thr338Gly Mutant) in Complex with N6-benzyl ADP [Homo sapiens] Homo sapiens 225 225 99% 2073 100.00% 452 1KSW A
Autoinhibited St kinase bound to ADP [Mus musculus] Mus musculus 225 225 99% 2073 100.00% 455 6F3F_A
Src Kinase in complex with a quinazoline inhibitor [Homo sapiens] Homo sapiens 226 226 99%  5e-73 100.00% 535 2HS8H_A
Crystal Structure of a Complex of the Src SH2 Domain with Conformationally Constrained Peptide Inhibitor [Rous sa... Rous sarcoma virus 212 212 96%  7e-73  97.09% 106 1ISO_A
Crystal Structure Of The Phosphotyrosine Recognition Domain Sh2 Of V-Src Complexed With Tyrosine-Phosphoryla... Rous sarcoma virus 212 212 96%  9e-73  97.09% 104 1SHA A
COCRYSTAL STRUCTURE OF UREA-SUBSTITUTED PHOSPHOPEPTIDE COMPLEX [Rous sarcoma virus] Rous sarcomavirus 210 210 95%  6e-72 97.06% 113 1SKJ A
Crystal Structure of Src SH2 domain bound to doubly phosphorylated peptide PQpYEpYIPI [Rous sarcoma virus (str... Rous sarcoma vir... 209 209 95%  7e-72 97.06% 103 1NZL A
Crystal Structure of the Src SH2 Domain Complexed with Peptide (SDRYANFK) [Gallus gallus] Gallus gallus 200 209 95% Be-72 97.06% 102 1P13.A
CHICKEN SRC TYROSINE KINASE [Gallus gallus] Gallus gallus 219 219 99%  4e-71  97.17% 453 2PTK A
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