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R The Comprehensive R Archive N« X

< &

& cran.r-project.org

MDMac1—H([XZHBE L, @Windows1—
H(ETHE 5, 2023F5A31 B BED R
| N—=2av(F430, ZDIBE.

A—FI1ER-4.3.0.pkg&7EY) . Windows @)
A2 AR—F1E . R-4.3.0-win.exeEEYE
I, QFI)vY,

MacD A >/

The Comprehensive R Archive NEeTWOFK

- CRAN
Mirrors
What's new?
Search
CRAN Team

About R
R Homepage
The R Journal

Software
R Sources
R Binaries
Packages
Task Views
Other

Download and Install R

Precompiled binary distributions of the base system and
contributed packages, Windows and Mac users most likely want
one of these versions of R:

e Download R for Lmux& Fedora/Redhat, Ubuntu)

¢ Download R for macOS

* Download R for Windows
R is part of many Linux distriMs, you should check with your

Linux package management system in addition to the link above.

Source Code for all Platforms

Windows and Mac users most likely want to download the

precompiled binaries listed in the upper box, not the source code.
The sources have to be compiled before you can use them. If you
do not know what this means, you probably do not want to do it!

e The latest release (2023-04-21, Already Tomorrow) R-
4.3.0.tar.gz, read what's new in the latest version.

https Jicran.r- prolect org/
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RZFM:O)’r XI‘ )l/ 2 HIIIH5, 2023FE5A31 BIREDHH
IN—23203430, CDIFE . MacD A

A—51FR-4.3.0.0kgd& 7l . Windows )
A2 A—F(d . R-4.3.0-win.exet7iYFE

& C @& cranr-projectorg j‘o @%7'} \ybo @base’&7') “Jbo

( R The Comprehensive R Archive N« X

R for Windows

Subdirectories:

Binaries for base distribution. This is what you want to install

b
e R for the first time.
. CRAN contrib Binaries of contributed CRAN packages (for R >= 3.4.x).
Mirrors _ Binaries of contributed CRAN packages for outdated versions of
' What's new? —_— R (for R < 3.4.x)
) h
| =earen Tools to build R and R packages. This is what you want to build
CRAN Team Rtools . . .
. your own packages on Windows, or to build R itself.
About R
! Please do not submit binaries to CRAN. Package developers might want to contact Uwe
R Homepage

' The R Journal Ligges directly in case of questions / suggestions related to Windows binaries.

' You may also want to read the R FAQ and R for Windows FAQ.

Software

R Sources Note: CRAN does some checks on these binaries for viruses, but cannot give
' R Binaries guarantees. Use the normal precautions with downloaded executables.
| Packages

Task Views

Other
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Rzlwkow VRAR—)IL 3 |

|
1

R The Comprehensive R Archive N« X

< &

- CRAN

| Mirrors

' What's new?
' Search

| CRAN Team

About R
. R Homepage

Software . . .
R Sources * How do I update packages in my _previous version of R?
R Binaries Please see the R FAQ) for general information about R and the R Windows FAQ for
Packages Windows-specific information.
Task Views
Other Other builds
' h a Dotehoae a thic ralaneca aea incasmoeatad in thoa e mabebod cemmeme bomt baaild h

The R Journal

A—51FR-4.3.0.pkg& 7Y . Windows )
A2 AM—TF[E . R-4.3.0-win.exe&7GVYE
9. Q%0 , Qbasex ')y, D%
R=4.3.0 For Windowd 51w H L TAVRA—5% A O—K,

OFT1IMBHYET

& cran.r-project.org

Download R-4.3.0 for Windows (79 megabytes, 54 Drt)

README on the Windows binary distribution ‘

New features in this version

This build requires UCRT, which is part of Windows since Windows 10 and Windows
Server 2016. On older systems, UCRT has to be installed manually from here.

If you want to double-check that the package you have downloaded matches the
package distributed by CRAN, you can compare the md5sum of the .exe to the
fingerprint on the master server.

Frequently asked questions

e Does R run under my version of Windows?

10
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R The Comprehensive R Archive N« X

é

C

CRAN
Mirrors
What's new?
Search
CRAN Team

About R
R Homepage
The R Journal

Software
R Sgources
R Binaries

Packages
T m e YV F i am N
R-4.3.0-win.exe

0.4/78.1 MB. FEY 11 9

@ cran.r-project.org

R-4.3.0 for Window

Download R-4.3.0 for Windows (79 megabytes

MDMac1—H X TH L, @Windows1—
H(EIb5, 2023F5831HIREDREH
IN—232(3430, CDIHZEE . MacD A
A—51FR-4.3.0.0kgd& 7l . Windows )
A2 A—F1d. R-4.3.0~win.exet i FE
9, Q%) ., Pbasex V) v, D%
)99 LTAVAN—5F R oa—k,
GTIMBHYFET , ®Fo>rO—Fd,

II0FICETRAANERYET,

README on the Windows binary distribution
New features in this version

This build requires UCRT, which is part of Windows since Windows 10 and Windows
Server 2016. On older systems, UCRT has to be installed manually from here.

If you want to double-check that the package you have downloaded matches the
package distributed by CRAN, you can compare the mdSsum of the .exe to the

fingerprint on the master server.

Frequent |y asked questions

¢ Does R run under my version of Windows?

* How do [ update packages in my _previous version of R?

Please see the R FAQ for general information about R and the R Windows FAQ for

Windows-specific information.

INTET X
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R The Comprehensive R Archive N« X

< C @ cran.r-projectorg M | e TAk

CRAN
Mirrors
What's new?
Search
CRAN Team

About R
R Homepage
The R Journal

Software
R Sources
R Binaries
Packages

T mle Vi sam

I‘L’l R-4.3.0-win.exe

R-4.3.0 for Windows

Download R-4.3.0 for Windows (79 megabytes, 64 bit)

README on the Windows binary distribution
New features in this version

This build requires UCRT, which is part of Windows since Windows 10 and Windows
Server 2016. On older systems, UCRT has to be installed manually from here.

If you want to double-check that the package you have downloaded matches the
package distributed by CRAN, you can compare the mdSsum of the .exe to the
fingerprint on the master server.

Frequent |y asked questions

e Does R run under my version of Windows?
* How do [ update packages in my _previous version of R?

Please see the R FAQ for general information about R and the R Windows FAQ for
Windows-specific information.

~ INTET X
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£l R for Windows 4.3.0 Ty 7y -

54
RITT AR L TOE R FEEEHEA &0,
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| GNU GENERAL PUBLIC LICENSE
Version 2, June 1991

Copyright (C) 1989, 1991 Free Software Foundation, Inc.

51 Franklin St, Fifth Floor, Boston, MA 02110-1301 USA
Everyone is permitted to copy and distribute verbatim copies
of this license document, but changing it is not allowed.

Preamble

The licenses for most software are designed to take away your
freedom to share and change it. By contrast, the GNU General Public

s ' . ' [ -

ARIN(N)

e W edN
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RStudio Desktop - Posit

< C @ positco/download/rstudio-desktop/

%pOSIt‘ PRODUCTS ~ SOLUTIONS v LEARN & SUPPORT + EXPLORE MORE v PRICING

DOWNLOAD

%Stud|o i
Desktop :

Used by millions of people weekly, the RStudio i

integrated development environment (IDE) is a i
set of tools built to help you be more productive

with R and Python.




S
RStud|00)4/ZI~

L2

‘ All Installers and Tarballs

|

RStudio Desktop - Posit

C @ posit.co/download/rstudio-desktop/

%pOSIt PRODUCWLUTIONSV LEARN & SUPPORT v EXPLORE M

1 Install R

RStudio requires R 3.3.0+. Choose a version
of R that matches your computer’s operating
system.

DOWNLOAD AND INSTALL R

21N

DRStudio® . @F >O—KH Ak, B
WILAR—UTERIZHEE), STIFER 422
DAVAL—ILETETIE=DT, @D
EEIFSETLTULVET , WindowsDE R
Z. B®%91)vo93 NIERStudioD AR
F—JLIZEHAE T, RStudiold, R(&
Python) M GUIBEIEL AR D K5 ALE D I
FEVVSEETKUNTT , Windows L4t
DOSANDNHLDIE. ®ELSPVLTEIZHY
E3 I

DOWNLOAD RSTUDIO DESKTOP FOR WINDOWS ‘ |

Size: 208.07 MB | sHA-256: 8DCB7103 | Version:
2023.03.1+446 | Released: 2023-05-12
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% posit‘ PRODUCTS ~  SOLUTIONS v LEARN & SUPPORT ~  EXPLORE MORE ~  PRICING Q
oS Download Size SHA-256
Windows 10/11 RSTUDIO-2023.03.1-446.EXE L 208.07 MB 8DCB7103
|
macOS 11+ RSTUDIO-2023.03.1-446.DMG ¥ 381.89 MB 1AB19F28
Ubuntu 18/Debian 10 RSTUDIO-2023.03.1-446-AMD64 .DEB « 137.83 MB 2E803082 _
Ubuntu 20/Debian 11 RSTUDIO-2023.03.1-446-AMD64 .DEB ¥ 137.83 MB 2E803082
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< C @ positco/download/rstudio-desktop/ & O e HAR
%POSit‘ PRODUCTS ~ SOLUTIONS v LEARN & SUPPORT v EXPLORE MORE v PRICING Q
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el071: Misc Functions of the Department of Statistics, Probability Theory G
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Version:
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| Suggests:
Published:
Author:

Maintainer:

License:
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Materials:

| In views:
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| Documentat ion:

| Reference manual:
| Vignettes:

@ cran.r-project.org/web/packages/e1071/index.html
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2023-02-01
David Meyer
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David Meyer <David.Meyer at R-project.org>
GPL-2 | GPL-3

NEWS

Cluster, Distributions, Environmetrics, Machinel earning, Psychometrics

21071 results

el071.pdf

Support Vector Machines—the Interface to libsvm in package e1071

svim()_internals

https://CRAN.R-project.org/package=e1071

‘ :

54




|
_
Contents
EHIE R : A VO RIFHRDEIFR ((EE)
REKD A A—IL
PCIREBEETE (BN TWAILEFERTTS)
RStudioM A Ak—JL
RStudioDIEEFN LR T (BEEBEFLELTEFHTHADETENT D)

RN —o
O CRAND /Y 7T—Y DAV AR—)L
71 Bioconductor®/\v4r— MDA A—)L
O targz 2 7AILDAAN—=IL(RIDHAHERRIT)

IIInI

55



Bioconductor®)...

u Bioconductor - Biostrings X e

&

C #@ bioconductor.org/packages/release/bioc/html/Biostrings.html

. -
s, ¥,
- .

. Tag®

Bioconductor e

OPEN SOURCE SOFTWARE FOR BIOINFORMATICS

Home » Bioconductor 3.17 » Software Packages » Biostrings

Biostrings

platforms |all rank | 10/ 2229 support | D / 5 ] in Bioc | > 18 years
build 'warnings | updated < 1 month | dependencies 17

DOI: 10.18129/BS.bioc.Biostrings

Efficient manipulation of biological strings

Bioconductor version: Release (3.17)

Memory efficient string containers, string matching algerithms, and other utilities, for fast manipulation of
large biclogical sequences ar sets of sequences.

Author: Hervé Pagés [aut, cre], Patrick Aboyoun [aut], Robert Gentleman [aut], Saikat DebRoy [aut],
Vince Carey [cth], Nicolas Delhomme [ctb], Felix Ernst [ctb], Aidan Lakshman [ctb], Kieran O'Neill [ctb],
Valerie Obenchain [ctb], Marcel Ramos [ctb], Albert Vill [ctb], Erik Wright [ctb]

Maintainer: Hervé Pagés <hpages.cn.github at gmail.com>
Citation (from within R, enter citation("Biostrings")):

Pagés H, Aboycun P, Gentleman R, DebRoy S (2023). Biostrings: Efficient manipulation of biofogical
strings. R package version 2.68.1, https://bioconductor.org/packages/Biostrings.

RIZ.PDBioconductor It SN TL 5 /\y
r—S MDA A—I)LFEZE . @Biostrings

ZHELTEREALFET

T

— O X

® 06 =

Developers About

Documentation »

Bioconductor

Package vignettes and manuals.
Workflows for learning and use.
Several online books for
comprehensive coverage of a
particular research field, biclogical
question, or technology.

Course and conference material.
Videos.

Community resources and tutorials.

R / CRAM packages and documentation

Support »

Please read the posting_guide. Post
questions about Bioconductor to one of
the following locations:

= Support site - for questions about

Bioconductor packages

= Bioc-devel mailing list - ckage

developers
v.

https://bioconductor.org/packages/Biostrings 56
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Biocond UCtor Install Developers About

OPEN SOURCE SOFTWARE FOR BIOINFORMATICS

Home » Bioconductor 3.17 » Software Packages » Biostrings

Documentation »

B iO Stri n g S Bioconductor

= Package vignettes and manuals.
= Workflows for learning and use.

comprehensive coverage of a
updated < 1 month | dependencies 17 particular research field, biological
question, or technology.
DOI: 10.18129/B9.bioc.Biostrings = Course and conference material.
= Videos.

= Community resources and tutorials.

Efficient manipulation of biological strings
R / CRAM packages and documentation

Bioconductor version: Release (3.17)

Memory efficient string containers, string matching algerithms, and other utilities, for fast manipulation of
large biclogical sequences ar sets of sequences.

Author: Hervé Pagés [aut, cre], Patrick Aboyoun [aut], Robert Gentleman [aut], Saikat DebRoy [aut], Support »
Vince Carey [cth], Nicolas Delhomme [ctb], Felix Ernst [ctb], Aidan Lakshman [ctb], Kieran O'Neill [ctb],
valerie Obenchain [ctb], Marcel Ramos [ctb], Albert Vill [ctb], Erik Wright [cth] Please read the posting guide. Post
questions about Bioconductor to one of
Maintainer: Hervé Pagés <hpages.cn.github at gmail.com> the following locations:
Citation (from within R, enter citation("Biostrings")): = Support site - for questions about
. ) ) ) ] . . ) Bioconductor packages
Pagés H, Aboycun P, Gentleman R, DebRoy S (2023). Biostrings: Efficient manipulation of biofogical « Bioc-devel mailing list - ckage
strings. R package version 2.68.1, https://bioconductor.org/packages/Biostrings. developers

https://bioconductor.org/packages/Biostrings 61
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< C #@ bioconductor.org/packages/release/bioc/html/Biostrings.html

Memaory efficient string containers, string matching algerithms, and other utilities, for fast manipulation of
large biological sequences or sets of sequences.

Author: Hervé Pagés [aut, cre], Patrick Aboyoun [aut], Robert Gentleman [aut], Saikat DebRoy [aut],
Vince Carey [cth], Nicolas Delhomme [ctb], Felix Ernst [ctb], Aidan Lakshman [ctb], Kieran O'Neill [ctb],
Valerie Obenchain [ctb], Marcel Ramos [ctb], Albert Vill [ctb], Erik Wright [ctb]

Maintainer: Hervé Pages <hpages.cn.github at gmail.com=>
Citation (from within R, enter citation("Biostrings")):

Pagés H, Ahgycun P, Gentleman R, DebRoy S (2023). Biostrings. Efficient manipulation of biofogical
strings. R p version 2.68.1, https://bioconductor.org/packages/Biostrings.

Installation

To install this package, start R (version "4.3") and enter:

if (!require("BiocManager”, quietly = TRUE))
install.packages("BiocManager")

BiocManager::instal1("Biostrings™)

For older versions of R, please refer to the appropriate Bioconductor release.

Documentation

To view documentation for the version of this package installed in your system, start R and enter:

browseVignettes("Biostrings™)

PDE B Script A short presentation of the basic classes defined in Biostrings 2
PDF Biostrings Quick Overview

PDFE B Script  Handling probe sequence information

PDE R Script  Multiple Alignments

(DBioconductorPIM(@2)BiostringsDN— %
Big, 1V AL—ILikIE. @53 L TFERIC
) FET , @lnstallationDEZATT,

v - O X

® 06 =

Support »

Please read the posting_guide. Post
guestions about Bioconductor to one of
the following locations:

= Support site - for questions about
Biocenductor packages

= Bioc-devel mailing list - for package
developers
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Memaory efficient string containers, string matching algerithms, and other utilities, for fast manipulation of
large biological sequences or sets of sequences.

Author: Hervé Pagés [aut, cre], Patrick Aboyoun [aut], Robert Gentleman [aut], Saikat DebRoy [aut],
Vince Carey [cth], Nicolas Delhomme [ctb], Felix Ernst [ctb], Aidan Lakshman [ctb], Kieran O'Neill [ctb],
Valerie Obenchain [ctb], Marcel Ramos [ctb], Albert Vill [ctb], Erik Wright [ctb]

Maintainer: Hervé Pages <hpages.cn.github at gmail.com=>
Citation (from within R, enter citation("Biostrings")):

Pagés H, Aboycun P, Gentleman R, DebRoy S (2023). Biostrings. Efficient manipulation of biofogical
strings. R package version 2.68.1, https://bioconductor.org/packages/Biostrings.

Installation

To install this package, start R (version "4.3") and enter:

if (!require("BiocManager”, quietly = TRUE))
install.packages("BiocManager")

BiocManager::instal1("Biostrings™)

For older versions of R, please refer to the appropriate Bioconductor release.

Documentation

To view documentation for the version of this package installed in your system, start R and enter:

browseVignettes("Biostrings™)

PDE B Script A short presentation of the basic classes defined in Biostrings 2
PDF Biostrings Quick Overview

PDFE B Script  Handling probe sequence information

PDE R Script  Multiple Alignments

(DBioconductorPIM@2)BiostringsDN— %
B8, 1V A—JLEIE. @E5D L TFEBIC
HYET , @DinstallationDEZATT , BD
AT EDINT—DF A RAM—ILT D
[ZI&. RZEEIL TOZERITE &Ko IEEWT
WSITENOLMYET . ChDEKRT HES

BlE--
Please read the posting_guide. Post

guestions about Bioconductor to one of
the following locations:

= Support site - for questions about
Biocenductor packages

= Bioc-devel mailing list - for package
developers
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Memaory efficient string containers, string matching algerithms, and other utilities, for fast manipulation of
large biological sequences or sets of sequences.

Author: Hervé Pagés [aut, cre], Patrick Aboyoun [aut], Robert Gentleman [aut], Saikat DebRoy [aut],
Vince Carey [cth], Nicolas Delhomme [ctb], Felix Ernst [ctb], Aidan Lakshman [ctb], Kieran O'Neill [ctb],
Valerie Obenchain [ctb], Marcel Ramos [ctb], Albert Vill [ctb], Erik Wright [ctb]

Maintainer: Hervé Pages <hpages.cn.github at gmail.com=>
Citation (frem within R, enter citation("Biostrings")):

Pagés H, Aboycun P, Gentleman R, DebRoy S (2023). Biostrings. Efficient manipulation of biofogical
strings. R package version 2.68.1, https://bioconductor.org/packages/Biostrings.

Installation

To install this package, start R (version "4.3") and enter:

if (!require("BiocManager"”, quietly = TRUE))
install.packages ("BiocManager™)

iocManager: :instal 1("Biostrings")

For older versions of R, please refer to the appropriate Bioconductor release.

Documentation

To view documentation for the version of this package installed in your system, start R and enter:

browseVignettes("Biostrings")

PDE B Script A short presentation of the basic classes defined in Biostrings 2
PDF Biostrings Quick Overview

PDFE B Script  Handling probe sequence information

PDE R Script  Multiple Alignments

(DBioconductorPIM@2)BiostringsDN— %
B8, 1A= ILEIL. @E5DLTFERC
HYUET , @DinstallationDEZATT , D
AT ZDINYT—DF A A—ILT B
[ZI[E. REEBIL TOZERITE L. IEEWVT
WATEMDOMNYET , CRDEKRT HEC
AHld. REESE-0ONav o rEaE—LT

questions aboUt Bloconductor to one or
the following locations:

= Support site - for questions about
Biocenductor packages

= Bioc-devel mailing list - for package
developers
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lable elsewhere,

see the 1ideas at
https://cran.r-project.org/doc/manuals/r-patched/R-admin.html
#Installing-packages
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xAT

(DBioconductorPIM@2)BiostringsDN— %
B8, 1A= ILEIL. @E5DLTFERC
HYET , @DinstallationDEZATT , BD
AT ZDINYT—DF A A—ILT B
2. REEELTO%

Bk, 1EENT

WBIEADOMET , CNDEKRT 5EC
AlF. REESE-0OMav U REZaE—L T,
@Console BE D FIZENTR—AME &L, &
L\SZETT, ®Edit. OPaste, (D AL R
CIZHZZD T, )E3—0F—% 1L TETT,

C:\Users\kadota\AppData\Local\Temp\RtmpiK312H\downloa
ded_packages
> install.packages("Biostrings")
WARNING: Rtools 1is reguired to build R packages but 1is not cu
rrently installed. Please download and install the appropriat
e version of Rtools before proceeding:

https://cran.rstudio.com/bin/windows /Rtools/
Warning in install.packages
package ‘Biostrings’ is not available for this version of R

A version of this package for your version of R might be avai

lable elsewhere,

see the 1ideas at

https://cran.r-project.org/doc/manuals/r-patched/R-admin.html

#Installing-packages

> if (!require("BiocManager", quietly = TRUE))
install.packages ("BiocManager")

BiocManager::install("Biostrings")

Environment 15 empty

Files Plots Packages Help Viewer ]
O Install @ Update
Mame Description V...
System Library
|  base The R Base Package 430
boot Bootstrap Functions 1.3-
(Oniginally by Angelo  28.1
Canty for &)
class Functions far 7.3-
Classification 21
cluster  "Finding Groups in 2.1.4
Data™ Cluster Analysis
Extended Rousseeuw
et al.
codet... Code Analysis Tools 0.2-

£ D

10

67




'__
Bioconductor®... 12
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| File Edit Code View Plots Session Build Debug Profile Tools Help
| Q| - OF| - hi Go to file/function ~-| = Addins -
| Conscle  Terminal Background Jobs
R R430 - ~/

| > install.packages("Biostrings")

! WARNING: Rtools 1is reguired to build R packages but 1is not

' rrently installed. Please download and install the appropri
e version of Rtools before proceeding:

(DBioconductorPI M (@2)Biostrings D N—T %
B8, 1A= JLEIL. @E5PLTERIC
HYET , @lnstallationDEZATT , BD
T DN —VF A AN—ILT B
[ZIE. REEEIL TOZERITE &K, IEET
WATEMDOMNYET , CRDEKRT HEC
AlE. REESEH-OnavrFEaE—L T,
@Console BE D FIZENTR—AME &L, &
LD ZETT , ®Edit, @Paste, 0 A7 R
CICGAHD T )E—0F—2WHLTEIT, C
ATERERLTA U RM—ILINEEYET

| https://cran.rstudio.com/bin/windows/Rtools/
Warning in install.packages
package ‘Biostrings’ is not available for this version of

lable elsewhere,
see the 1ideas at

https://cran.r-project.org/doc/manuals/r-patched/R-admin.html

'\ #Installing-packages
> if (!require("BiocManager", quietly = TRUE))
- install.packages ("BiocManager")

WARNING: Rtools 1is reguired to build R packages but 1is not cu

rrently installed.
e version of Rtools before proceeding:

https://cran.rstudio.com/bin/windows /Rtools/
trying URL
BiocManager_1.30.20.z1p"'

A version of this package for your version of R might be avai

Please download and install the appropriat

'https://cran.rstudio.com/bin/windows /contrib/4.3/

R
Files Plots Packages Help Viewer ]
O Install @ Update G
Mame Description V...
System Library
|  base The R Base Package 430
boot Bootstrap Functions 1.3-
(Oniginally by Angelo  28.1
Canty for &)
class Functions far 7.3-
Classification 21
cluster  "Finding Groups in 2.1.4
Data™ Cluster Analysis
Extended Rousseeuw
et al.
- codet... Code Analysis Tools 0.2- -
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* jnstalling *source* package 'GenomeInfoDbData'
o using staged installation Environment is empty
*%* data
*% qinst
** help
**% qnstalling help indices
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location o y
** testing if installed package can be loaded from final loca Name | Description e
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**% testing if installed package keeps a record of temporary i 7 base The R Base Package  4.3.0
nstallation path : —
. BiocM... Access the 1.30.
DONE (GenomeInfoDbData) Bioconductor Project
s . o e . — Package Repository
?TJDT FShTos e D LFlea Y & ) boot Bootstrap Functions 1.3-
C:\Us,ers\kadota\AppData\Lcca'l\Temp\Rtmp1K31ZH\dov.rn'Io (Originally by Angelo  28.1
aded_packages Canty for S)
0l1d packages: 'class', 'KernSmooth', 'MASS', 'Matrix’, class Functions for 73-
‘nnet’ Classification 21
Update all/some/none? [a/s/n]: cluster  "Finding Groups in 2.1.4
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downloaded 11.5 MB R "} Global Environment =
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location o
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tion System Library
**% testing if installed package keeps a record of temporary i 7 base The R Base Package  4.3.0
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. BiocM... Access the 1.30.
DONE (GenomeInfoDbData) Bioconductor Project
- X . . ) . Package Repository
?TJDT FShTos e D LFlea Y & ) boot Bootstrap Functions 1.3-
C:\Us,ers\kadota\AppData\Lcca'l\Temp\Rtmp1K31ZH\dov.rn'Io (Originally by Angelo  28.1
aded_packages Canty for S)
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installing *source* package 'GenomeInfoDbData'

using staged installation
data

* jnstalling help 1indices

building package indices

testing if installed package can be loaded from temporary

location

** testing if installed package can be loaded from final loca
tion

** testing if installed package keeps a record of temporary i
nstallation path

* DONE (GenomeInfoDbData)

3 sk 3 3k 3 3R 3
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* help
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aded_packages’

01d packages: 'class', 'KernSmooth', 'MASS', 'Matrix',
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Environment is empty
Files Plots Packages Help Viewer ]
£ Install @ Update
Mame Description V...
System Library
|  base The R Base Package 430
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Bioconductor Project
Package Repository
boot Bootstrap Functions 1.3-
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Classification 21
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R R430 ~/ 2 - dermie - | & - @~
- R - -L Global Environment -

installing *source* package 'GenomeInfoDbData'
using staged installation

Environment is empty
help

* jnstalling help 1indices
building package indices

- 3k 3 8k 3R 3R 3R 3R 3R
ERE R

testing 1f installed package can be loaded from temporary Files Plots Packages Help Viewer . [™
ocation Of install | @ Updat Biostrings
** testing if installed package can be loaded from final Tloca — = e
tion MName Description V...

** testing if installed package keeps a record of temporary i
nstallation path
* DONE (GenomeInfoDbData)

HovO—Fahioy =3 LIRCZHYET
‘C:\Users\kadota\AppData\Local\Temp\RtmpiK312H\downlo
aded_packages’
01d packages: 'class', 'KernSmooth', 'MASS', 'Matrix',

"nnet’
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- R - -j Global Environment -

installing *source* package 'GenomeInfoDbData'
using staged installation

Environment is empty

help
installing help 1indices
building package indices

- 3k 3 8k 3R 3R 3R 3R 3R
ERE R

testing 1f installed package can be loaded from temporary Files Plots Packages Help Viewer . [™
ocation Ol install | @ Updat Biostri
*% testing if installed package can be loaded from final loca S e EALEL
£ Mame Description V...
10“ - - - - - -
#* testing if installed package keeps a record of temporary i Biostri... Efficient manipulation  2.68.

nstallation path of biological strings

* DONE (GenomeInfoDbData)

HovO—Fahioy =3 LIRCZHYET
‘C:\Users\kadota\AppData\Local\Temp\RtmpiK312H\downlo
aded_packages’
01d packages: 'class', 'KernSmooth', 'MASS', 'Matrix',

"nnet’
Update all/some/none? [a/s/n]:
n
=

73



" B 5%
Bioconductor@)... 18

©

INZELT. DDOHF-YVIZRATWAINFSE
I—1%9") v 3 BE. @ConsoleE]EE Y
79 B_EMNTEET,

RStudio

IEiIe Edit Code View Plots Session Build Debug Profile Tools Help

' - - | Go to file/function - Addins -
Conscle  Terminal Background Jobs P
R R430 . ~/

installing *source* package 'GenomeInfoDbData'
using staged installation

help
* jnstalling help 1indices

building package indices

testing if installed package can be loaded from temporary
ocation
** testing if installed package can be loaded from final loca
tion
** testing if installed package keeps a record of temporary i
nstallation path
* DONE (GenomeInfoDbData)

- 3k 3 8k 3R 3R 3R 3R 3R
ERE R

HovO—Fahioy =3 LIRCZHYET
‘C:\Users\kadota\AppData\Local\Temp\RtmpiK312H\downlo
aded_packages’

01d packages: 'class', 'KernSmooth', 'MASS', 'Matrix',
"nnet’
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Environment is empty
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Mame Description V...
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| Are you sure you want to clear all history entries?
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@History® 7 ZIE. CNFETEFTLI-aTY
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' R Project: (None) -

History  Connections

'To Console | =@ To Source | @ ¥
install.packages("elQ71"
install.packages("Biostrings")
if (!require("BiocManager", qui..
install.packages ("BiocManager')
BiocManager::install("Biostring..

Environment

P Tuto! e [

Files Plots Packages Help Viewer ———
Install @' Update Biostrings
Name Description V..
Biostri... Efficient manipulation  2.68.
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R CRAN - Package MBClusterSeq X

< C @ cran.r-project.org/web/packages/MBCluster.Seq/index.html

Package ‘MBCluster.Seq” was removed from the CRAN repository, ‘
| Formerly available versions can be obtained from the archve.*

Archived on 2022-06-22 as check problems were not corrected despite reminders.
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A summary of the most recent check results can be obtained from the check results archive.

| Please use the canonical form https://CRAN.R-project .ore/packaze=MBCIuster.Seq to link to this page.

https://CRAN.R-project.org/package=MBCluster.Seq - 79
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Index of /src/contrib/Archive /MBClus
|

Name Last modified Size Description

«® Parent Directory,
| ﬁ MBCluster.Seq_1.0.tar.gz 2012-10-29 08:57 29K
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WARNING: Rtools 1is reguired to build R packages but is not curre
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https://cran.rstudio.com/bin/windows /Rtools/

warning in install.packages

package ‘MBCluster.Seq’ 1is not available for this version of R
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