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EYMEETIERR LU Z—DFEE - RARINNA AT /AP —0HICEFTAEWRBEEE DI L LUERET S
CLEEBELT. MRERRIVRE SN, EU2—OHMRECMZ ., FIEERM. CAERLY - IZEROHR
ENLDZE. IRE. KENG A4 HICHEBE—FR—ILIZEFTY ., IRERESNTHONT=, T1- 32DENHRE
BEBHEL. BREEE LTEVZ, SOEEOLHET. RREBE - RA RV EXARLE L TiThMhfz, OBERXRERR
A—RRIFEICEEICL > TITbh, FRABRIL SNz, BEITKIQ2ELBEEOHKR. FAMFIA. REHFY
RIA. TETUIAICEFSRRENMRE SN, BERFAEASA. Surachat Tangpranomkoen & A, Jie Zhang & A/l
BEEMN RS ST,

12:55 Opening address (Director of BRC, Prof. Keishi Senoo)

Session 1 Keynote address Chair: Hibiki Kawano (D2, Lab. of Environmental Biotechnology), Moriaki Saito (D1,
Lab. of Plant Functional Biotechnology), Sumire Kurosawa (D1, Lab. of Cell Biotechnology)

13:00 Dr. Xihui Shen (Microbiology college of Life Sciences, Northwest A&F University, Yanpling, Shaanxi,
China)
Beyond dueling: Roles of type VI secretion system in importing metal ions

13:30 Dr. Yen-Ping Hsueh (Institute of Molecular Biology, Academia Sinica, Nankang, Taipei, Taiwan)
Predator-prey interactions and coevolution between the nematode-trapping fungi and nematodes

14:00 Dr. Ren-Chao Zheng (College of Biotechnology and Bioengineering, Zhejiang University of Technology
No. 6, Zhaohui District Hangzhou, China)
Highly efficient chemoenzymatic synthesis of Pregabalin: From enantioselective hydrolysis of diester to dinitrile

14:30 Break

Session 2 Chair: Daisuke Yoshidome (D2, Lab. of Molecular and Cellular Breeding), Tomohiro Noguchi (D1, Lab.
of Molecular and Cellular Breeding)

14:45 Surachat Tangpranomkon (D3, Lab. of Organic Chemistry)
Identification and molecular studies of pollen factor involved in pollen-pistil interaction of Arabidopsis

15:00 Haibing He (D2, Lab. of Natural Product Chemistry)
Function and Structure Analysis of a Novel Cupin Enzyme SbzM in the Biosynthesis of Sulfonamide Antibiotics

15:15 Moriaki Saito (D1, Lab. of Plant Functional Biotechnology)
Nitrate nutrition-induced de novo NAD biosynthesis affects plant growth via multiple metabolic processes

15:30 Keisuke Kojima (D2, Lab. of Forest Chemistry)
The comparison of two fungal beta-xylosidases reveals the difference of fungal strategies for wood decay

15:45 Keita Kine (D2, Lab. of Forest Chemistry)
Function of an « -L-arabinofuranosidase in the cellulosic biomass degradation by the white-rot basidiomycete
Phanerochaete chrysosporium

16:00 Break

Session 3 Chair : Allan Arciaga Devanadera (D2, Lab. of Environmental Biotechnology), Keisuke Tomita (D2, Lab.
of Environmental Biotechnology)

16:15 Sachiko Sakamoto (D3, Lab. of Bioproduction Research Institute, AIST)
A novel route from methoxylated aromatic compounds to methane: syntrophic degradation in the deep subsurface

16:30 Jie Zhang (D2, Lab. of Molecular and Cellular Breeding)
Studies on the biosynthesis of unusual methylbenzene-containing polyenes

16:45 Shotaro Torii (D2, Lab. of Environmental Public Health Engineering)

Repeated pressurization as a unique mechanism of deterioration in virus removal by reverse osmosis membrane used
in households

17:00 Nguyen Vu Giang Bac (D3, Nomura Lab., University of Tsukuba)

Sophorolipids: possible applied to prevent and disrupt Pseudomonas aeruginosa PAO1 biofilm

13
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17:15 Marina Yasuda (D1, Nomura Lab., University of Tsukuba)
Phage gene may stimulate bacterial communication in Paracoccus denitrificans

17:30 Ayako Sakuda (D3, Nomura Lab. of Environmental Biochemistry)
Conjugative Selectivity of Plasmids Is Affected by Coexisting Recipient

17:45 Group photo
Poster session (17:45-18:30)

Naoki Takahashi (M2, Lab. of Cellular Genetics)
Adsorption to n-alkane and cell morphology of Yarrowia lipolytica

Shohei Yoshida (M2, Lab. of Applied Microbiology)
Study on oxidative stress resistance by alternative oxidase in Roseobacter denitrificans

Chaganzhana (M2, Lab. of Plant Functional Biotechnology)
A search for superior alleles leading to better growth of plants in nitrogen-deficient environments

Tomoki lkeda (M1, Lab. of Plant Functional Biotechnology)
Functional Analysis of Biotin Uptake Systems in Stem-Nodulating N2-Fixer, Azorhizobium caulinodans

Yuma Onoue (M1, Lab. of Plant Functional Biotechnology)
Mechanisms for light signaling-induced activation of nutrient acquisition in Arabidopsis thaliana

Yuki Hirashima (M2, Lab. of Molecular Cellular Breeding)
Studies on the biosynthesis using amino group carrier protein in Serratiasp. ATCC39006

Tomohiro Noguchi (D1, Lab. of Molecular and Cellular Breeding)
Deamination mechanism common in the biosynthesis of meroterpenoids from Streptomyces

Kohei Nishi (M2, Lab. of Molecular and Cellular Breeding)
Mechanism of ribosome degradation induced by nutrient starvation in Saccharomyces cerevisiae

Naoko Hoshi (M1, Lab. of Applied Microbiology)
D-amino acids productivity of lactic acid bacteria isolated from traditional pot fermented rice black vinegar

Toshiya Higuchi (M2, Lab. of Environmental Biochemistry)
Existence of momilactone biosynthesis gene cluster in the moss Hypnum Pluumaeforme

Miki Wada (M2, Lab. of Environmental Biochemistry)
Transcriptional regulatory mechanism of rice stress-inducible prenyldiphosphate synthases

Iku Fujikawa (M2, Lab. of Environmental Biochemistry)
Identification of the elements determining the conjugation selectivity of plasmid

18:30 Reception

20:00 Closing remarks
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Nitrate signaling influences multiple metabolic pathways through the promotion of de novo NAD biosynthesis in Arabidopsis.
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The role of Dof2.1 plant-specific transcription factor in jasmonate signaling in Arabidopsis.
Mengna Zhuo, Yasuhito Sakuraba, Shuichi Yanagisawa

Structural insight into the mechanism of angular dioxygenation in carbazole 1,9a-dioxygenase.
Yixia Wang, Jun Matsuzawa, Joydeep Chakraborty, Zui Fujimoto, Chiho Suzuki-Minakuchi, Kazunori Okada, Hideaki Nojiri
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Possible involvement of Dof1.7 transcription factor in nitrogen-starvation responses in Arabidopsis
Mengna Zhuo, Yasuhito Sakuraba, Shuichi Yanagisawa
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Involvement of Dof1.7 transcriptional activator in the NIGT1-regulated nitrogen starvation responses in Arabidopsis
Mengna Zhuo, Yasuhito Sakuraba and Shuichi Yanagisawa

An Arabidopsis NRT1.1 allele is a superior allele conferring better nitrogen use under nitrogen-deficient conditions
Chaganzhana, Yasuhito Sakuraba and Shuichi Yanagisawa
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Identification of guard cell K* channel inhibitors that contribute to drought tolerance in Arabidopsis thaliana.
Sato K, Suzuki K, Endo K, Shimada T, Kakei T, Arisawa M, Mizuno T, Isaka N, Yamaguchi T, Hamamoto S, Grenzi M, Costa
A, Bashir K, Seki M, Ishimaru Y, Uozumi N.
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Comparison of novel genome sequences reveal gene recruitment mechanisms of catabolic genes among nine diverse
carbazole-degrading bacteria.

Felipe VEJARANO, Chiho SUZUKI-MINAKUCHI, Yoshiyuki OHTSUBO, Masataka TSUDA, Kazunori OKADA, Hideaki
NOJIRI
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Azoxystrobin transformation by Bacillus licheniformis strain TAB7 produces azoxystrobin amine as novel metabolite
Amirah ALIAS, Enock MPOFU, Keisuke TOMITA, Chiho SUZUKI-MINAKUCHI, Kenji TOMITA, Joydeep CHAKRABORTY,
Michal MALON, Yusuke OGURA, Hirosato TAKIKAWA, Kazunori OKADA, Toshiaki KIMURA, Hideaki NOJIRI
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Transcriptomic analysis of benzene-degrading nitrate-reducing Azoarcus sp. DN11 reveals the involvement of hydroxylation
as initial reaction in anaerobic benzene degradation pathway
Allan DEVANADERA, Chiho SUZUKI-MINAKUCHI, Yuki KASAI, Yoh TAKAHATA, Kazunori OKADA, Hideaki NOJIRI
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B The 4th International Symposium on the Nitrogen Nutrition of Plants, September 21-25, 2019 (Nanjing, China)
Transcriptional cascades maintaining the balance of N and P acquisition
Shuichi Yanagisawa

M international Congress of the Malaysian Society for Microbiology 2019, November 11-14, 2019 (Seremban, Malaysia)
Pseudomonas resinovorans CA10dm4 shows insensitivity to various plasmids: Its role in the host genome evolution
Hideaki Nojiri

EBACELL 2019, April 9-10, 2019 (Ljubljana, Slovenia)
Dynamic changes in lysine acetylation and succinylation of the elongation factor Tu in Bacillus subtilis
Shota Suzuki, Naoko Kondo, and Saori Kosono

B The 30th International Conference on Arabidopsis Research, June 16-21, 2019 (Wuhan, China)

The Transcriptional Feedforward Loop Consisting of Dof2.1 and MYC2 Enhances Jasmonate Responses in Arabidopsis
thaliana

Mengna Zhuo, Yasuhito Sakuraba and Shuichi Yanagisawa

BASM Microbe 2019, June 20-25, 2019 (San Francisco, USA)
Pseudomonas resinovorans CA10dm4 shows the novel trait “plasmid-insensitivity”
Hibiki Kawano, Tomomi Ueda, Chiho Suzuki-Minakuchi, Kazunori Okada, Hideaki Nojiri

Structural Insight into the Mechanism of Angular Dioxygenation in Carbazole 1,9a-dioxygenase
Yixia Wang, Jun Matsuzawa, Joydeep Chakraborty, Zui Fujimoto, Chiho Suzuki-Minakuchi, Kazunori Okada, Hideaki Nojiri

B China conference on protein science, August 2-4, 2019 (Harbin, China)
Structural insight into the mechanism of angular dioxygenation in carbazole 1,9a-dioxygenase
Yixia Wang, Jun Matsuzawa, Joydeep Chakraborty, Zui Fujimoto, Chiho Suzuki-Minakuchi, Kazunori Okada, Hideaki Nojiri

BTERPNET 2019 - The 14th International Meeting on Biosynthesis, Function and Synthetic Biology of Isoprenoids, August
26-30, 2019 (Halle, Germany)

Chemical genomics approach to dissect the mode of action of momilactone B, a major contributor to chemical defense in
rice
Keisuke Tomita, Yasuhiro Matsuo, Makoto Kawamukai, Yoko Yashiroda, Minoru Yoshida, Hideaki Nojiri, Kazunori Okada
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Regulators of stress-inducible prenyldiphosphate synthases that define types of terpenoids production in rice
Miki Wada, Tomonori Shinya, Ivan Galis, Rika Ozawa, Gen-ichiro Arimura, Masaki Mori, Hideaki Nojiri, Kazunori Okada

B Thermophile 2019, September 2-6, 2019 (Fukuoka, Japan)
Identification of a novel lignoaromatic degradation pathway in Thermus oshimai JL-2 and its evolutionary implication
Joydeep Chakraborty, Chiho Suzuki-Minakuchi, Kazunori Okada, Hideaki Nojiri

B Thermophiles 2019, 15™ International Congress on Thermophiles, September 2-6, 2019 (Fukuoka, Japan)
Regulatory roles of catalytically-inactive enzyme homologs in metabolism of Thermus thermophilus
Makoto Nishiyama

Characterization of acetyl-CoA synthetases from Thermus thermophilus HB27
Keiichiro Takashima, Ayako Yoshida, Takeo Tomita, Tomohisa Kuzuyama, Makoto Nishiyama

Glutamate dehydrogenase from Thermus thermophilus is allosterically controlled by leucine and AMP as the complex with
a homolog of adenine phosphoribosyltransferase
Takeo Tomita, Makoto Nishiyama

Regulatory function of CoA transferase from Thermus thermophilus HB27
Ayako Yoshida, Hiroyuki Yamamoto, Takeo Tomita, Minoru Yoshida, Saori Kosono, Tomohisa Kuzuyama, Makoto Nishiyama

M 17th International Symposium on Rice Functional Genomics, September 4-6, 2019 (Taipei, Taiwan)

Regulatory machinery for the coordinated expression on the phytoalexin biosynthetic gene clusters conserved in wild rice
genome

Shiho Tomiyama, Ryouka Kawahara-Miki, Koji Miyamoto, Hisakazu Yamane, Hideaki Nojiri, Naoki Yamamoto, Kazunori
Okada.

B 1st Japan-Germany-Switzerland Workshop for Enzyme Technology and Bioprocess Development, September 10-12,
2019 (Toyama, Japan)

Regulation of phosphoenolpyruvate carboxylase (PEPC) by reversible acetylation in Corynebacterium glutamicum: its
impact on L-glutamate overproduction.

Saori Kosono, Megumi Nagano-Shoji, Yuma Hamamoto, Yuta Mizuno, and Makoto Nishiyama.

M 1st Japan-Germany-Switzerland Workshop for Enzyme Technology and Bioprocess Development, September 10-12,
2019 (Toyama, Japan)

Regulation of phosphoenolpyruvate carboxylase (PEPC) by reversible acetylation in Corynebacterium glutamicum: its
impact on L-glutamate overproduction

Saori Kosono, Megumi Nagano-Shoji, Yuma Hamamoto, Yuta Mizuno, Makoto Nishiyama

CoA transferase from Thermus thermophilus is regulated by catalytically inactive alanine dehydrogenase-like protein
Ayako Yoshida, Hiroyuki Yamamoto, Takeo Tomita, Minoru Yoshida, Saori Kosono, Tomohisa Kuzuyama, Makoto Nishiyama

Discovery of a novel suicide enzyme catalyzing multiple reactions in a single active site for biotin biosynthesis of
cyanobacteria
Makoto Nishiyama

W64th Annual Meeting of the Biophysical Society, February 15-19, 2020 (San Diego, USA)
Corynebacterial “Force-From-Lipids” mechanosensation for MSG production.
Nakayama Y, Hashimoto K, Kawasaki H, Martinac B

B 15th Symposium on Bacterial Genetics and Ecology, May 26-30, 2019 (Lisbon, Portugal)

Nitrogen fixation of iron reducing bacteria in rice paddy soils — potent agents for sustainable crop production with low nitrogen
input.

Masuda Y, Yamanaka H, Itoh H, Shiratori Y, Amachi S, Aono T, Senoo K

@i
UedaY, Yanagisawa S. Perception, transduction and integration of nitrogen and phosphorus. J Exp Bot. 2019;70:3709-3717

Kosono S. “Post-translational modifications in Corynebacterium glutamicum.” eds. Inui M and Toyoda K, Corynebacterium
glutamicum: Biology and Biotechnology Second edition (Microbiology Monographs 23), 2020, p149-172

Nakayama Y, Hashimoto K, Kawasaki H, Martinac B. “Force-From-Lipids” mechanosensation in Corynebacterium
glutamicum. Biophys Rev. 2019;11:327-333.
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Arai H, Ishii M. Complete genome sequence of a mesophilic obligately chemolithoautotrophic hydrogen-oxidizing
bacterium, Hydrogenovibrio marinus MH-110. Microbiol Resour Announc. 2019;8:e01132-19

Arai H, Ishii M. Draft genome sequence of Comamonas testosteroni TA441, a bacterium that has a cryptic phenol
degradation gene cluster. Microbiol Resour Announc. 2019;8:€00946-19

Chiba Y, Yoshida A, Shimamura S, Kameya M, Tomita T, Nishiyama M, Takai K. Discovery and analysis of a novel type of
the serine biosynthetic enzyme phosphoserine phosphatase in Thermus thermophilus. FEBS J. 2019;286:726-736

Nguyen HT, Ishizuna F, Sato Y, Arai H, Ishii M. Physiological characterization of poly-beta-hydroxybutyrate accumulation in
the moderately thermophilic hydrogen-oxidizing bacterium Hydrogenophilus thermoluteolus TH-1. J Biosci Bioeng.
2019;127:686-689

Masuda Y, Matsumoto T, Isobe K, Senoo K. Denitrification in paddy soil as a cooperative process of different nitrogen oxide
reducers, revealed by metatranscriptomic analysis of denitrification-induced soil microcosm. Soil Sci Plant Nutr.
2019;65:342-345

Xu Z, Masuda Y, Itoh H, Ushijima N, Shiratori Y, Senoo K. Geomonas oryzae gen. nov., sp. nov., Geomonas edaphica sp.
nov., Geomonas ferrireducens sp. nov., Geomonas terrae sp. nov., four ferric-reducing bacteria isolated from paddy
soil, and reclassification of three species of the genus Geobacter as members of the genus Geomonas gen. nov..
Frontiers in Microbiology. 2019;10:2201

Nam YW, Nishimoto M, Arakawa T, Kitaoka M, Fushinobu S. Structural basis for broad substrate specificity of UDP-glucose
4-epimerase in the human milk oligosaccharide catabolic pathway of Bifidobacterium longum. Sci Rep. 2019;9(1):11081

Seki H, Huang Y, Arakawa T, Yamada C, Kinoshita T, Iwamoto S, Higuchi Y, Takegawa K, Fushinobu S. Structural basis for
the specific cleavage of core-fucosylated N-glycans by endo-B-N-acetylglucosaminidase from the fungus Cordyceps
militaris. J Biol Chem. 2019;294(45):17143-17154

Moriwaki Y, Yato M, Terada T, Saito S, Nukui N, Iwasaki T, Nishi T, Kawaguchi Y, Okamoto K, Arakawa T, Yamada C,
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Isolation and characterization of Geomonas species, a novel genus involved in reductive nitrogen transformation in paddy
soils.
Zhenxing Xu, Yoko Masuda, Hideomi Itoh, Keishi Senoo
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Analysis of the activation mechanism of Sirt1 by KPMF-8
Zhang M, lida K, Lu P, Katayama Y, Nagata K

WMES5 6EEYMIEFE VROV L
The activation mechanism of human SIRT1 by KPMF-8
Zhang M, Lu P, Sui M, lida K, Katayama Y, Suzuki M, Yang J, Ishikawa T, Tatsuzaki J, Nagata K
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M 11th Asian Symposium of Microbial Ecology, May 10-13, 2019 (Taichung, Taiwan)
Nitrogen fixation by iron reducing bacteria - previously overlooked diazotrophs essential for sustainable soil-plant
ecosystems



Yoko Masuda, Haruka Yamanaka, Hideomi Itoh, Zhenxing Xu, Yutaka Shiratori, Seigo Amachi, Toshihiro Aono, Keishi Senoo
W 5th Asian Conference on Plant-Microbe Symbiosis & Nitrogen Fixation Program, May 15-17, 2019 (Miyagi, Japan)
Nitrogen fixation of iron reducing bacteria in paddy soils — previously overlooked diazotroph essential for sustainable soil
nitrogen fertility

Yoko Masuda, Haruka Yamanaka, Hideomi Itoh, Zhenxing Xu, Yutaka Shiratori, Seigo Amachi, Toshihiro Aono, Keishi Senoo

Boosting nitrogen fixation of iron-reducing bacteria in paddy soil by Fe(lll) and rice straw application
Takanori Ishida, Yoko Masuda, Yutaka Shiratori, Hideomi ltoh, Keishi Senoo

B 15th symposium on Bacterial Genetics and Ecology, May 26-30, 2019 (Lisbon, Portugal)

Nitrogen fixation of iron reducing bacteria in rice paddy soils — potent agents for sustainable crop production with low nitrogen
input

Yoko Masuda, Haruka Yamanaka, Hideomi Itoh, Yutaka Shiratori, Seigo Amachi, Toshihiro Aono, Keishi Senoo

B Seminar at National Engineering Research Center for Biotechnology and School of Biotechnology and Pharmaceutical
Engineering, Nanjing Tech University, September 17, 2019 (Nanjing, China)

Nitrogen fixation of iron reducing bacteria in rice paddy soils - discovery, verification and application to low-nitrogen
agriculture

Keishi Senoo

B The EGU General Assembly 2020, May 3-8, 2020 (Vienna, Austria)

Glucose concentration can control priming effects and soil carbon storage under different land-use management in volcanic
ash soils of Hokkaido, Japan

Chie Hayakawa, Taichi Kobayashi, Kazumichi Fujii, Yoshiyuki Inagaki, and Keishi Senoo

MW 13th Carbohydrate Bioengineering Meeting (Toulouse, France)
Structural analysis of B-L-arabinofuranosidases in GH127 and GH146
Shinya Fushinobu

BACS Fall National Meeting & Exposition (San Diego, USA)
Structural analysis for studying the reaction mechanism of $-L-arabinofuranosidases
Shinya Fushinobu

@G F
Kobayashi M, Kuzuyama T. Structural and Mechanistic Insight into Terpene Synthases that Catalyze the Irregular Non-Head
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Shiraishi T, Kuzuyama T. Recent advances in the biosynthesis of nucleoside antibiotics. J Antibiot (Tokyo). 2019;72:913-923
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