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EYMEEIEREE VI —DR2E - RARINNA AT/ 00 —0KICBHEEWVEREHE DI L LUBERTET S
CLEEBEIELT. MMRERSARE SNz, T2 —OWEREICMA. EIEESM. RREGLE - IXEROME
ENLDRE, BiIEE. HEHN 6 A 26 BICHRERE—FHR—ILIZEFY. IRERSHTONTz, TEZLDENH
REZHBHFEL. HAEEZ LTHEV -, SOEECET. BRIIFE - RA I Z2EKRELTITHhNTz, OERRLER
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13:00 Opening address (Director of BRC, Prof. Keishi Senoo)
Session 1 Keynote address Chair: Ayako Sakuda (EB)
13:05 Dr. Hsiao-Ching Lin (Institute of Biological Chemistry, Academia Sinica, Taiwan) A green light for green chemistry: the
discovery of new enzymes synthesizing fungal natural products
13:35 Prof. Kun-Hsiang Liu (Basic Forestry and Proteomics Research Center, Haixia Institute of Science and Technology,
Fujian Agriculture and Forestry University) Calcium, the master regulator in nitrate signaling
14:05 Break
Session 2 Chair: Felipe Vejarano (EB)
14:20 Maiko Yamamoto (AM) Functional analysis of LOV-HK in Roseobacter denitrificans OCh114
14:35 Soichiro Nakayama (AM) Identification of a putative cysteine synthase from Hydrogenobacter thermophilus TK-6 as
O-phospho-L-serine sulfhydrylase
14:50 Hirokazu Kinugawa (MBM) Analysis of the PDH-ODH supercomplex from Corynebacterium glutamicum
15:05 Keiichi Murai (CBT) Identification and characterization of novel terpene synthases from bacteria
15:20 Tomohiro Noguchi (CBT) Analysis of the common deamination mechanism in the biosynthesis of meroterpenoids from
Streptomyces
15:35 Break
Session 3 Chair : Jingyun Jin (CG)
15:50 Moriaki Saito (PFB) Nitrate induction of de novo NAD+ biosynthesis in Arabidopsis thaliana
16:05 Pencheng Guo (PFB) Glutamine-induced repression of a high-affinity nitrate transporter gene promoter in Arabidopsis
thaliana
16:20 Keisuke Tomita (EB) Growth-inhibitory effect of momilactones, bioactive diterpenoids from rice
husks
16:35 Hibiki Kawano (EB) How does Pseudomonas resinovorans CA10dm4 avoid the fitness cost of plasmid-carriage?
16:50 Daisuke Yoshidome (MCB) The nitrogen fixing activity of Klebsiella oxytoca NG13 under nutrient conditions simulating the
rice rhizosphere
17:05 Break
17:20 Poster session
Sumire Kurosawa (CBT) Studies on the modifications of non-proteinogenic amino acid biosynthesized via aminogroup carrier protein
Tomohiro Suzuki (CBT) Biochemical and structural characterization of archaeal homocitrate synthase from
Sulfolobus acidocaldarius
Nanase Masuda (CBT) Studies on the biosynthesis of the FR182877 polyketide
Miwako Aoyama (CBT) Studies on the biosynthesis for trichostatin derivatives, JBIR-109, JBIR-110, and JBIR-111
Teruhito Kato (CBT) Studies on the biosynthesis of the meroterpenoid phenazinomycin
Kei Sakaki (CBT) Structure and function analysis of a novel dehydrogenase involved in biotin biosynthesis of
Cyanobacteria
Cao Xin (MBM) Study on the metabolon of glutamate dehydrogenase (GDH) in Corynebacterium glutamicum
Takehiro Asai (MCB) Mechanism of stress-induced non-AUG translation initiation in mammalian cells
Rikusui Yamada (MCB) Mechanism of rRNA degradation by conserved ribonuclease, RNase T2, in Saccharomyces cerevisiae
Jingyun Jin (CG) Defects of AP-2 complex activate the cell wall integrity pathway in Aspergillus nidulans
Tomomi Ueda (EB) Construction of a novel host-vector system with bacteria showing "insensitivity" to plasmids
Miyu Teruya (EB) Oxilipin signatures associated with regulation of momilactones production in the moss Hypnum plumaeforme
Shiho Tomiyama (EB) Conservation of inductive expression patterns of gene clusters in the tribe Oryzeae
Ai Fukaya (EB) Development of effective detection system for recombination of useful anaerobic bacteria
Mengna Zhuo (PFB) The role of Dof2.1 transcription factor in MeJA signaling in Arabidopsis thaliana

Chaganzhana (PFB) Study on genotypic effects on nitrogen use in Arabidopsis thaliana
Kengo Matsushima (SS) Nitrogen fixing activity of iron-reducing bacteria in anaerobic terrestrial ecosystems
Haruka Yamanaka (SS) Nitrogen fixing ability of iron-reducing bacteria isolated from soils”

18:30 Reception
20:00 Closing remarks (Prof. Makoto Nishiyama)

AM, Applied Microbiology (it F# 4 #1%); CBT, Cell Biotechnology (#ifa##&E T % ); CG, Cellular Genetics (fil2E{E%); EB,
Environmental Biochemistry (3215 {# £ T %); MBM, Microbial Metabolomics (4 144 s£{% 3 L), MCB, Molecular and Cellular
Breeding (5 F&#&%); PFB, Plant Functional Biotechnology (iE¥1#%8E T=); SS, Soil Science (T 1EER}IZF)
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M 1st Japanese-German Symposium on Biosynthesis and Function of Natural Products, September 6, 2018, Bonn,
Germany

Amino-group carrier protein, a new key machinery contributing to expansion of structural diversity of secondary metabolite
Makoto Nishiyama

Biosynthesis of Unusual Terpene Natural Products
Tomohisa Kuzuyama

W Extremophiles 2018, 12" International congress of extremophiles, September 16-20, 2018, Ischia, ltaly
CoA transferase from Thermus thermophilus is regulated by protein acetylation and protein-protein interaction
Ayako Yoshida, Yamamoto Hiroyuki, Takeo Tomita, Minoru Yoshida, Tomohisa Kuzuyama, Saori Kosono, Makoto Nishiyama

A complicated allosteric regulation of glutamate dehydrogenase from Thermus thermophilus
Takeo Tomita, Makoto Nishiyama

M International Symposium on Bioremediation and Revegetation Technology, September 27-28, 2018, Bogor, Indonesia
Molecular bases of catalysis of ring-hydroxylating dioxygenase
Hideaki Nojiri
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B CRIIM Workshop “Behaviors of plasmid and host bacteria in nature”, November 5, 2018, Tokyo, Japan
Insensitivity to plasmids in some bacteria and its ecological role
Hideaki Nojiri

EPlant and Animal Genome XXVII. January 12-16, 2019 (San Diego)

Roles of the NIGT1-Centered Transcriptional Cascade in the Regulation of Nitrate Uptake and
Responses

Mineko Konishi, Yoshiaki Ueda and Shuichi Yanagisawa

B 2nd China-Japan Symposium on Natural Product Biosynthesis, January 13-15, 2019, Guangzhou, China
Biosynthesis and modification of azabicyclo-ring-containing compounds
Makoto Nishiyama

Structural and mechanistic insights into terpene synthases that catalyzes the irregular non-head-to-tail coupling of prenyl
substrates.
Tomohisa Kuzuyama

Evolutionary history of gene clustering for diterpenoid phytoalexins in the tribe Oryzeae
Kazunori Okada
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Kobayashi M, Kuzuyama T. (2019) Structural and Mechanistic Insight into Terpene Synthases that Catalyze the Irregular
Non-Head-to-Tail Coupling of Prenyl Substrates. Chembiochem. 20: 29-33.
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Ueda Y, and Yanagisawa S, Perception, transduction and integration of nitrogen and phosphorus t., doi: 19.1093/jxb/erz148
(2019)
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Wang Yixia [Structural insight into the mechanism of angular deoxygenation in carbazole 1,9a-dioxygenase (#JL/\Y—
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EEY)

Guo Pengcheng I'Study on molecular mechanism underlying glutamine-mediated feedback regulation of nitrogen responses
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Bt HE 004 XFXFITEFERSTFIVEEIC L HZXBRINOFESHBOMRENT] (EEHE IE B—)

BEXR tK T#oMEM4EYE» B3R carbazole 1,9a-dioxygenase # & U polychlorinated biphenyl dechlorinase M #EERRHT |
(IEEHE HRFM)

BB ME TSR F - BEREEKBERK HNS 77 3 )-8 NV EICL D BRANGHEAEEEEORIT (BEXE
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it Z&REE [pCAR1 &1 - IR HEFBFD Pseudomonas putida KT2440 #kIZ B+ 5EE - 75X FHEEDEZEHNS 7731
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Identification of novel drug targets for tuberculosis: Genome wide assessment of Mycobacterium tuberculosis conditional
essential metabolic pathways.

Dr. Yusuke Minato (University Minnesota Medical School, USA) 2018 &£ 12 A 4 H

Darwin’s Invertebrates: A Transient Anoxic Microbial Oasis
Prof. Harold L. Drake (University of Bayreuth, Germany) 2019 £ 1 B 21 B

The Art of Scientific Publishing
Prof. Harold L. Drake (University of Bayreuth, Germany) 2019 £ 1 § 22 B
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Dr. Hsiao-Ching Lin (Institute of Biological Chemistry, Academia Sinica, Taiwan) 201846 A
Prof. Zixin Deng, Prof. Linquan Bai, Prof. Shuangjun Lin (Shanghai Jiaotong University, China) 201847 A
Dr. Gaspar Pinto (Masaryk University, Czech Republic) 2018 ££ 9 A

Prof. Somboon Tanasupawat (Chulalongkorn University, Thailand) 20184108

Prof. Hung-wen Liu (University of Texas at Austin, USA) 20185108

Prof. Hesham R. El-Seedi (Uppsala University, Sweden) 2018 & 11 A

Dr. Ahmed Mohamed Essam Elissawy (Ain Shams University, Egypt) 2019 ££ 1 A

Prof. Harold Drake (University of Bayreuth, Germany) 20194 1 A
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Kanjana Mahanil (Chiang Mai University)

8) A—ToXx v UNRREDKFEDRBEA (22— ERALEED)
20185 6 A ISAMEYEMRRE A—TU3K AMKELE 104%
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