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FERE EMEEIFHMREUEZ— HRERSR
6th Seminar of Biotechnology Research Center

EMEETIEME LI —DRE - RAFIDBNA AT/ BO—HICHEFTREVEFEE O L LURKRET S
CEEBEBLT. MERRRIPBE SN, V2 —OHRECMZ . ZHNEETM. BARAERILEE -  IXEROHR
ENODRE, RE. BHEN 4 A 24 BISHAERBE—FR—ILICEFTY . BERRESHNThIL, TZ4DENH
REZBHEL. HABEEZ L TENV-, SOEEVET. RRIIFE - R KV EEFRE L TiThNf-, OBEHKRER
RAA—RRIFFIZEEBIZE > TN, BREBRIE SN, BEICKZPELBEOER. AKX SAIZEFSR
REMNRE SN, JingyunJin A HEEZIAICHEEMES ST,

13:00 Opening address (Director of BRC, Prof. Keishi Senoo)

Session 1 (Special lecture) Chair: Yoshiaki Ueda (PFB)
13:05 Professor Shengxiong Huang (Group of Natural Products Discovery and Biosynthesis, State Key Laboratory of
Phytochemistry and Plant Resources in West China, Kunming Institute of Botany, Chinese Academy of Sciences) Microbial
natural products discovery and biosynthesis: Inspiration for new chemistry and drug discovery
13:35 Associate Professor Shanquan Wang (School of Environmental Science and Engineering, Sun Yat-Sen University)
Genomics-directed isolation of PCB-respiring dehalococcoides and characterization of the core microbial community
14:05 Break

Session 2 Chair: Felipe Vejarano (EB)
14:20 Yoko Masuda (SS) Predominant but previously-unseen prokaryotic drivers of reductive nitrogen transformation in paddy
soils, unveiled by metatranscriptomics
14:35 Maiko Yamamoto (AM) Role of photoreceptor in photopigment production of aerobic phototrophic bacteria Roseobacter
denitrificans
14:50 Sun Zongping (EB) Quantification of three H-NS family proteins encoded on chromosome of Pseudomonas putida KT2440
and on pCAR1 plasmid
15:05 Muhammad Prima Putra (CB) Biosynthesis of secondary metabolites mediated by type Il amino-group carrier protein
(AmCP) in streptomyces
15:20 Break

Session 3 Chair : Keiichi Murai (CB)
15:35 Kazuya Teramoto (CB) Genome mining and functional analysis of terpene cyclases from fungal genome
15:50 Jingyun Jin (CG) Functional analysis of the AP2 complex in Aspergillus nidulans
16:05 Takayuki Okitsu (PFB) Functional analysis of the NLP family of transcription factors responsible for nitrate response in
Arabidopsis
16:20 Yumu Tabuchi (EB) OsMYC2-DPF transcriptional cascade relevant for the stress inductive biosynthesis of diterpenoid
phytoalexin in rice
16:35 Break

16:50 Poster session
Hideo lkeuchi (CB) Studies on the biosynthesis of the peptidyl nucleoside antibiotic amipurimycin
Kazumasa Ogura (AM) Physiological study of heterodisulfide reductase in Hydrogenobacter thermophilus TK-6
Koshiro Kikuchi (CB) Studies on the biosynthesis using amino group carrier protein in Serratia sp. ATCC 39006
Natsuhito Watanabe (CG) Functional analysis of genes encoding Sec14-family proteins in n-alkane-assimilating yeast Yarrowia
lipolytica
Miyu Teruya (EB) Oxylipin signature responsible for the inductive production of bioactive diterpenoids in the moss Hypnum
plumaeforme
Shinta Watanabe (AM) Studies on the diversity of microbial flora in traditional pot fermentation of rice vinegar
Enock Mpofu (EB) Biodegradation of phenolic compounds by Bacillus licheniformis strain TAB7
Moriaki Saito (PFB) Nitrate signaling may activate de novo biosynthesis of NAD+ in Arabidopsis
Rikusui Yamada (MCB) Mechanism of ribosome degradation induced by rapamycin in Saccharomyces cerevisiae
Guo Pengcheng (PFB) Glutamine repression of a nitrate transporter gene NRT2.1 in Arabidopsis
Ryo Nishiguchi (CB) Transcriptional regulatory mechanism of oxidative stress response in Thermus thermophilus HB27
Zhuo Mengna (PFB) Functional role of Arabidopsis Dof2.1 transcription factor in ABA and MeJA signaling pathways
Shiho Tomiyama (EB) Consevation of putative cis-trans factors regulating the transcription from phytoalexin biosynthetic gene
clusters in wild Oryza species
Keika lwamoto (MCB) Generation of RNase T2-deficient mice as a research tool for functions of the conserved ribonuclease in
mammals

18:30 Reception
20:00 Closing remarks

AM, Applied Microbiology (it FA## 4 #1%); CBT, Cell Biotechnology (#ia#%4E T 2); CG, Cellular Genetics (fil2:E{5%); EB,
Environmental Biochemistry (J&15{& £ T%*); MBM, Microbial Metabolomics (4 44 #2{£ 3 T 2#); MCB, Molecular and Cellular
Breeding (4 F&1&%F); PFB, Plant Functional Biotechnology ({E¥#4#E T %); SS, Soil Science (LiEEF =)
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Studies on the Biosynthesis of the Peptidyl Nucleoside Antibiotic Amipurimycin R 7F IR Y LAY KRIAEYME
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PMESE, EEKSR, BUEA, BLE

bZIP BELEEF OsTGAP1 [CK B U TIARVE T 74 b7 LF S U AERITEEIE DA
HFHIEE, AR, IWIRAT, FRFME, MEHEHS

Pseudomonas resinovorans CA10dm4 #1375 X 3 FEEHIZHES ARICERZIHELZON ?
AIEPE, FHAASE, KOT5, MBEH, FRFEM

ibBERFTEHRR 2017 FESALERRIESR 201757 A 258 dtigE
TR/ A4 FEGRBBICEYT S8R
BILEA

SR THA VE—REFURIDL 201758 A 26 B-27 H #E
EERHEDE LS, FLTERE
BLUEA

FERZEMBXTILR U EREROTRR BT
MHAE—, HR—B, BALE, BIUEA

BREDOAOTILR/ A4 FEEGRIZHITEEBMIET = / EHE O
FOEh, THE BILE, BILEA

R BEMAEYMRYSESRAE 2017 2017 £ 8 A 29 H-31 A it k%
HLIEC - TSRS REVNSINUT XYy TEFDREYMZH
KOFE

MEXTSAI FRFICESATZEDLSICRELTLEDOMN?
L HEAE, AHE, KOFHE BESH, FRER

HEEEHTTOTSRI FORFRERICHELE5EZH5RATFOHRER
EEERF, KOFHE, DEREF, BAETF, MLE, HX—F, tEEE FRRK, EREX, HARD, BEEHR FRFH

Transcriptomic analysis of aerobic and anaerobic benzene degradative genes of Azoarcus sp. DN11
DEVANADERA A, SUZUKI-MINAKUCHI C, KASAI K, TAKAHATA Y, OKADA K, NOJIRI H

Complete genome analysis of diverse carbazole-degrading bacteria
Vejarano Felipe, Suzuki-Minakuchi Chiho, Ohtsubo Yoshiyuki, Tsuda Masataka, Okada Kazunori, Nojiri Hideaki

pCAR1 HAE N IL/N Y — )L EFIBEEF R O — IS T DRI
ILAEXE, SHREL, KOTFHE, BHEE BRFR

PR - WIS - RREETICE TS TSR FOBEEENR LB OB
MARE, F LRE, KOTHE FRFM, KEEt, RENF, HFAKD

¥ 449EES I U BHIRBES 2017F9A 18 BR
HREFTFUOEAREBERORER & AT
BLE

nE 3EEMDOFEEMES 2017E9H 1H2H BHR

Ca* o TV TENLIZEBL T FIEEDAN=X L

INFEEFEF

nEAREEESBERTE 2017 EEKRS 2017E£9 A 28 HiH
EXFUBRTEFIVIEBRAER A OREF U ADEESRIEREDER
IRE HR—5 BELUE BIUEA

AFHEDOSTIRAMAENES Y VR EDELSITHREBEBOEFTEZIMFL TSN
EHREN, REZRE, R, /\RAGF, SHIE FREE, MBEFRH

ARIZEBFBEZOTFIRVB T A R T LI UEEFHIET 25 R F DPF D5 EHIE & Haefif i



HAES, 2R, RAE—8, FenEth, HEH, BAMKR, WRAMN, LtBRE HRF5HE, BE Rt

FEARIZBITEICTILR 4 FEESRBEFISAI—DERHEMZES VR - FSURRAFDERE
EWEFS, NRHBE, MEBT, BAKE, ILBAT, RSB, GHEAR

BENMITDEISY FOEERNEICEES TS5 FCVEY
BEXE, BRE, BT, ILABAM, HERAR, lvan Galis, AEXES, BILEA, HE— K, BFRSHE, MEHRR

nBATIRIEHFR 2017 FEWEKRSR 2017F9A5H-7H EH
ROMERE~DHEZEE) RV —LEAHEERTF OLI2 DEE
BIIHEE, EE—

T4 b OLENLEREED T FIVIZE D) VELESHBEOH
BERC, BH3L, MSE, MEE—

204 XFXFOHBIEE £S5 NLP S5 E F R OHAERRT
HiEESE NEEXET, EE—

P RZIZ & BHEEEA A4 RIS D 57 F 148
INBSEFRF, HTEEESR, RHMER, HEE—

RKEBROMYAAZERE LA RDER - ) VHHEE LD RIERZ OB
HEBER, BB (EE) LE, iiFEE—

04 XFXTEHRFEHE A 7 VEE A NRT21 BEFOTILE S I & B HREIH
FRHERR, INEERFR T, HNEE—

EEL U FILICK B O4 X4 XF NAD & BUHI D AT REtE D # 5t
EFBESTRL, NEETR T, iEE—

Physiological roles of the nitrate-responsive gene encoded Dof2.1 transcription factor in Arabidopsis
Meng-na Zhuo, Yasuhito Sakuraba, and Shuichi Yanagisawa

nEAMBREYS 2017 FEXE 20175 9A7H0-88 K%
Corynebacterium glutamicum M4 L3 X VESEEICEH S A 2 R0 VL DIFEFR & 7T
ILgFsE, M HE—, HFHRE, BLE, dBx8Y

FL =LA v F—=ILiL &% carquinostatin A D £ & BEAZE
INKRIERR, TR —B, BILE, BILEA

BREDAOTILAN/ A FESRIZETHEEMB T S / LEIBOREN
FOEh, THEE BILE, BILEA

NTSHIA L VEBHICEST H1HRL A FILELBEER OMERET
BEXE, A+EMz, ALUE, BILEA

BREICETRT7 I/ EXv VT EUNVEENLTEERRSNDIEZ RO MT 2/ BOBHEEICET SR
REE, LEAN—, RAMXA, BUEX, BLE

Studies on secondary metabolic pathway mediated by type Il amino-group carrier protein (AmCP)in Streptomyces sp.
Muhammad Prima Putra, Kazuhiro Naito, Kenichi Matsuda, Takeo Tomita, Kazuo Shin-ya, Tomohisa Kuzuyama, Makoto
Nishiyama

sBREYMFRE 81 EKRE 20179 H8AH-108 FF
A4 XFXFITHT B RN TIRAEORERR
WEEXE, ERET, FHAN

nE O EARENMIZERRE VURIIL TEAHBRIOFETRUCEMBRBESFORIL] 2017F9A 138 F
E-3
R E B SRR AL S YD B A& RS O AZEA
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BILWEA

nfYV T/ A FHAEE 2017E9A 158 FFE
FEREYHRETILROEHREEDIER L@
FNHE— FHFERX—5, BLE, BILEA

LEBHEE ZFI A L - OIRA R EFHIE E Z 0L
FHEEH, BFHREME, JIIEE, Jie Qu, Chuyu Ye, Longjiang Fan, EAES T, ILIRAF, SHE401148, MHE—ER

nSMAZRLERIAARE, KERFHER 2017 F9A26H BN
BHRE BHRRR KRR E YD BRI RS
BIWWEA

BB — 201798 BE
Exploring the impact of protein acylation in Bacteria
aEs&Y

nRRERKE ARFtEIF— 2017F10A 38 R
WAEMBRD E S BB R DGR
~BROBEREICLIEANELEE~ AT T~
EBRKE

nAARBEFRPEZE 5 180 EFIR 2017E10A 78 B4
FR - WIS - RREETICE TS TSR FOBEEENR LB OB
HERAER, MR, RS, KOTR, FRFM, KERt, ERERNE, HFLARD

g LEEiFs $£52EKE 20174F10A 27 H-298 ERS
YA O YETILEHRHNEETI SV b ORRERICHT HEFIHZHR
EHEN, RERE, A, /\RBESF, SEIE =85 BRASHE, HEEA

BENAITICBITALEMHEMEEIS ) FODOEERIBZICG 54T EDDORR
REXE BERE =AE, ILIRAM, HEKRK, van Galis, #R—EB, TR FME, HHEKRR

ARZBFET7A T LI EEICEET 5 COMKRERTDREE
FEE WIESE, BKFE, RS, Xi Chen, TEEHIE, /Nty MaX, BIIEX, TEETF, EXHER, AEHME, 5K
fask, MEER, EEE T, MERMA, ILRAM

ARIZEBFEZOTFIRUB I 7L R T LD UEEDIHIE
HBRE, FESEX, EEEE, SKIET, EAMES, RiFhE, mFR—, BEETF, BAKGE, HBEHZH, FALLEHE AHEH, 7§
FEF, MESE, S5, IWEAT

1 FDREERNEICEITEIHS PAAMZVEDYREVEHROBS
GEWE, EAMKE, EX—, BEET, SAKRE, SLEAX, EEZE 7, SEZH SHEHE, REFEA, MEEH, ILRAT

A XDIEERFDPF DR FLRAFEUSTILRUE I 74 7 LF D VEARE~DBS OEN
BN, WA T4, BA#E, siEY, MRER, BESE, KREH

CTFIRUE T 4 b7 LXF O UESROFIEE L ECIZET 2R3

MEER (FEREHEE)

nE 10 SEERNAFIURDIL 2017F11A10H-118 EW
Corynebacterium glutamicum B3 PDH-ODH B#&4ADY T 1= v FDEIREMRHT
KINEL, MEET, BLE, HESHY

SEIFREICE T HANRBEROT U ILILEMIC L 5 RETHE

EERT
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FHE—



RBIFEL - FERMETME Sulfolobus acidocadarius M) O EERIZE T DT 4 — F/N\y O HE#EDRER
#MAREKX

BREDAOTILR/ A FEERIZH T2 ZEMIET 2 / (LEEORIT
FO&Esh

Studies on the modifications of non-proteinogenic amino acid biosynthesized via amino-group carrier protein
REE

A4 RITE T HREBSEDEEHISHIEIZONT
HEE{EE, RN, e —

Glutamine-induced Repression of a High-affinity Nitrate Transporter Gene Promoter in Arabidopsis
FRHETR, INEEETR T, HNEE—

EEL U F LIk B O4 X+ XF NAD* £ & B D TR DR Et
EFBESTRL, NEERR T, iEE—

Physiological roles of Dof2.1 transcription factor in Arabidopsis thaliana
Mengna Zhuo, Yasuhito Sakuraba, and Shuichi Yanagisawa

EYICEITEEEGRERTFY X5 — Dl
] FH AR

BRI Y ETILEHHMEES S o OERERFICET 28R
EHEN, RERE, A, /\RBESF, SEIE =85 BRASHE, HEEA

Determination of the complete genome sequences of carbazole-degrading bacteria from diverse environments
Vejarano Felipe, KO T %, KEET, ZAMEZ, MEETHR, FRFA

niBRIRBEEYMZER 2017 EEEL 2017 E 1M B 11 BH-12 H 2K w242 — &R

Substrate-Binding and Product Formation in the Terminal Oxygenase Component during Catalytic Cycle of Carbazole 1,
9a-Dioxygenase

Yixia Wang, Jun Matsuzawa, Joydeep Chakraborty, Zui Fujimoto, Chiho Suzuki-Minakuchi, Kazunori Okada, Hideaki Nojiri

TIRAZ FRPARFKICHSEFTARDONF A D= X LDEH
EAXRA, RWKSr, KOFHE, SEHEE, ink, BRER FRFME

nFEMEAIRA—LY VROV L SV Faves+— 20178 1M A 138 KR
BILEA

AR PRIGEHPRATHERE ARBPABNRERS 2017FE 1M1 A 148 Kk
BREDTILR/ 4 FEGREEBICET S8R
BULEA

nE 16 BEIAEYARS 2017 F£ 11 A 18 B RRIEKF
T3 R 2 FEDFEEHRILEMAEEGTFEHO—HEETORBRRER
IWAEXE, SHREL, KOTFHE, BHERE BRFR

Electron transfer from ferredoxin to a3p3-type oxygenase component in Rieske non-heme iron oxygenase
MR, IMTILER, ¥3:2i%, Joydeep Chakraborty, 7k A&, EHAEHR, BRER

Substrate-Binding and Product Formation in the Terminal Oxygenase Component during Catalytic Cycle of Carbazole 1,
9a-Dioxygenase

Yixia Wang, Jun Matsuzawa, Joydeep Chakraborty, Zui Fujimoto, Chiho Suzuki-Minakuchi, Kazunori Okada, Hideaki Nojiri

TSR FRPARBIZHESIEBTATOLF A DX LOEH
EIEA, RILKAN, KOTHE, SEHRES, RiGk, HBAEH, FHREM

aBIEKFEGEAREIF— 2017F 11 A 198 WK
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BUNYET VIVLER  MAEMORBOERICEZ 54 VN FEELT
aEs&HY

mConbio2017 (35 40 EIB AN FEMERESR) 2017FE12A6H-98 EE

DOAXFTRXFTOFFVRY—TILRNA Ot U S EERF APUM24 DHRFEE T IXFERERFMICKDMER LR
#5|EREIT

AIEE, ERE 4, HEE—

nE 70 EYORNAAESRY D=9 VRO D L 2017 £ 12 A 14 B-15 8§

204 XF+XF+0YKRY—L RNA EFREF APUM24 O HIZHINHIHK TIEBEGHKRFMICB/MER FLZANECTEFEHI
flshd

AIEE, ERE 4, IEE—

s FMEREMEE FPMEEME (AEEHRERER) EYARROBRITICKIEHERBESFOEFNAIREE £
SEARS VRS HL 2017HE12A 16 B ER

BHEREZRRT 2EHMNEAR T T ) — DR & BRI

BLUEA

nECRRAREYIZFERAAXIHIOFVL22018F3A2H HEAFERRF v /iR ®WR
TRV EHBROMERE L TILE S VEBKRERDREHE
EBRKE

WBE SN YA T ARBM AR REEX AR 201853 A28
NEBLEFOREZMENGEZ DMEDEEHEEIL
FRFHE

i 34 AEREYPRES VRO L F10EEYR FLAREMRES VRO 2018E 3 A 5 H-6 H EW
YN EOZHLERBREEISD-HDOHWALHEA
HEE—

nE 12BHARY / LMEWMFEEER 2018 3 A 5 8-7 H =H
Pseudomonas BHIEHEHNS 77 3 —2 VNI BIC & 3R KRESEDOTRKICET B8
AEWME, KOTH, BEE, M THARE, HHiGE, HEZH, FRFE

Carriage modalities of the carbazole-degrading gene clusters among nine bacterial strains
Vejarano Felipe, KA T, FABD, KEE{T, FHKEZ, MBAEHR, HFRFE

B AER=EFR 2018 EEKRSE 20184 3 A 15 H-18 H &40
Corynebacterium glutamicum IZE 17352 DN BT VIIVLIEHMEORKEEE
TEEHY

MEER EF-Tu D7 2 ILLIS M EEE O fR AT
EREF, HARFEA STHE ALUE, dESEY

Corynebacterium glutamicum h RACHERRBIZH T 5 A 2RO U OIFER & 2T
IS, M HE—, HFHRE, BLE, dBx8Y

Corynebacterium glutamicum H3 PDH-ODH BE&ADY T 1= v MEEMET
KINEL, MEET, BLE, HESHY

FEREMBRTILR U ERBEROTRR BT
HHE— HR—5B, BALUE, BLLEA

Trichoderma B %KX B 3E Brasilane !+ X £ T IL R U & BB R D MR AR
FAMEK, FhfE—, ERMH, ALE, BILEA

RIFOLRY LAY FRIFEYME Amipurimycin DESRIZE T 503
MNEiE, BEAR, HERE—5F, ALE, BILEA

##R thioviridamide $ERADEIH & £ & REE R DHRERRAT



TR, MNaEHER HR—5F, MEBLE BALUE, BILEA

TxF T/ AV VEEBRICEITATILR VIRIEERDEE & HERERT
IR, DEEH, BA KM, ALE, BEILEA

BREDAOTILR A FEARBICHITEHE BRI T = / B R
FOEh, THE BILE, BILEA

TL =LA v F—=ILiE & carquinostatin A D £ & B
INKRIERE, TR —B, BLE, BILEA

ficellomycin £ERIZE T2 T7HE LY DROIEEHEEICRET SR
REE WA —, RAHXA, SHXSR, BILEA, BLE

STINITIYTDEFFUEBRITEITEHMRE R 1 TOBKRRRDRER L HaERIT
iR, KEEX, BKE, M—#%, SEHKE, BHE, BILEA, BALUE

Thermus thermophilus DB T 2F Rt ') VEEBERORE & HRAER
FEET, BFE FHEF, GUE, SFH

BT - 1FEETE IS Sulfolobus acidocaldarius DREY TUBEREBZEDOEE - BERUV T4 — RNy I EEHIED
fRHT
SBAREX, EHEE, BIWEA, BALE

Studies on Secondary Metabolic Pathway Mediated by Type Il Amino-group Carrier Protein in Streptomyces sp.
Muhammad Prima PUTRA, Kenichi Matsuda, Takeo Tomita, Kazuo Shin-ya, Tomohisa Kuzuyama, Makoto Nishiyama

BEICETA2OryREVREOIFRLEEETEDER
BEEE, BEE, AT, ILBAT, FTEKRE, Ivan Galis, HEE—ER, B4, fIBER, FRSE, MESH

A FXDARLRAFZERT L)L UEEEREERORIRH HE
HEEH, BILES, BHHE SHIEE, SRR, ILIRAT, FE24, BFREME, MHEH

PRRGEPEOEFTENMHT 2O TN/ A MEEYMESI SV~ OEREEFHIT
EHEEN, RERE, A, /\RBEBF, SEIE =85 BRASHE, BHEEHA

75X 3 F RP4R#IZ# 5 Pseudomonas putida KT2440 #% 0 fitness 1B T * 7 = X LD AZEA
AR, KOTH, sk, MAEHR, HFRFME

IncP-7 8 75 X X FOBABEERILICE T2 Z1lih F4 > DIERESF O
EEERF, KOFH, H—R, SEHEE, MEERH, ILIRAMN, HFAK2, BRFR

Electron transfer from ferredoxin and a33-type oxygenase component of Rieske non-heme iron oxygenase
Pi-Cheng TSAI, Joydeep CHAKRABORTY, Chiho SUZUKI-MINAKUCHI, Kazunori OKADA, Hideaki NOJIRI

Proteome and acylome analyses of the modification landscape created by the functional interaction between plasmid
pCAR1 and host Pseudomonas putida KT2440
Delyana Vasileva, Chiho Suzuki-Minakuchi, Saori Kosono

Molecular insights into the genesis and evolution of aromatic hydrocarbon catabolic pathway in Thermus oshimai JL-2
Joydeep CHAKRABORTY, Mickael GEGOUT, Chiho SUZUKI-MINAKUCHI, Kazunori OKADA, Hideaki NOJIRI

PCARL HEA NNV — LD BRREBEFHORBRII—HBLANILTESDLNTLNEMN?
IWAEE, SERBHE, kOFHE BHEEHR, RS

Biotransformation of phenolic compounds by Bacillus licheniformis strain TAB7

Enock MPOFU, Chiho SUZUKI-MINAKUCHI, Felipe VEJARANO, Joydeep CHAKRABORTY, Toshiaki KIMURA,
Kazunori OKADA, Hideaki NOJIRI

TSR FMREBICHESAFEMBZESERET 2007
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AEE, LHEAAX, KOTHE, AEER, FREB

Pseudomonas resinovorans CA10dm4 #IZRARY 2 — (2 IERZHEL DA ?
L HARE, AIFHE, KOTH, MBEH, FRFEM

BHRR R VXY BED—E NdpAREOJ ORI A SAEICRIZTHZE DR
1EESEh, ARME, KOTHRE, BHEEL BRFR

FR - WIS - RREETICE TS TSR FOBREEER LB OB
WA, SEEAR, (MEME, HEHE, KOTHE BRAR, KEREN, EFNF, HaB

nE SO RIBAREYMEERSFS 20184 3 A 28 8-30 8 itiEE
FEREIZHIT S O04 XF X F NIN-Like Protein 2 D& E|
MiEEE NEERT, EE—

204 X+ X+ APUM24 OHFIRETITBEEMIZYURY—LRNA TOEL VST EEEZFELTYRY—LAMLARE
L%
AIMEE, EEEH, HiEE—

The role of Arabidopsis Dof2.1 transcription factor in the MeJA signaling pathway
Mengna Zhuo, Yasuhito Sakuraba, Shuichi Yanagisawa

WEES T FIGEDHRR FLRABEIZRIFTHE
BEREC, EE—

Nitrate may regulate de novo NAD* biosynthesis
EEESTI, BT, IEE—

A4 X+ XF NIGTLEERFEHD coiled-coil KA 2IF) v T FIEEDFIMIEETHS
Yoshiaki Ueda, Takatoshi Kiba, Shuichi Yanagisawa

YAAXRFXF LA TITHBITBERRZIGED SRR
BHEL, MBER, EHLE, S5, BERC, MEZEAR, EE—, 55E

Glutamine-induced Repression of a High-affinity Nitrate Transporter Gene Promoter in Arabidopsis
Pengcheng Guo, Mineko Konishi, Shuichi Yanagisawa

Early response pathway decision after wounding in the JA signalling mediated pathway by the bHLH factor RERJ1
loana Valea, Koji Miyamoto, Hisakazu Yamane, Hideaki Nojiri, Kazunori Okada

OERFRRKRF

mGlobal Engage’s 4th Plant Genomics & Gene Editing Asia Congress, April 10-11, 2017, Hong Kong

Phenome analysis of natural genetic variations with Arabidopsis ecotypes and rice cultivars: Visualization of different
nutrient uptake ability

Shuichi Yanagisawa

mThe 2nd A3 Foresight Symposium on “Chemical & Synthetic Biology of Natural Products”, May 22-24, 2017, Jeju, Korea
Novel polyketides discovered via activation of cryptic genes from Streptomyces
Wei Li Thong

Elucidation of Multistep Reaction Cascade Catalyzed by the Diterpene Cyclase CotB2
Kazuya Teramoto, Makoto Nishiyama, Tomohisa Kuzuyama

Biosynthetic Origin of the Hydroxamic Acid Moiety of Trichostatin A: Identification of Unprecedented Enzymatic Machinery
Involved in Hydroxylamine Transfer
Kei Kudo, Taro Ozaki, Kazuo Shin-ya, Makoto Nishiyama and Tomohisa Kuzuyama

Structural Studies on the Biosynthesis of Cyclolavandulyl Skeleton Catalyzed by an Unprecedented Terpene Synthase
Masaya Kobayashi, Takeo Tomita, Makoto Nishiyama, and Tomohisa Kuzuyama



mThe 18th International Symposium on the Biology of Actinomycetes (ISBA18), May 23-27, 2017, Jeju, Korea
Elucidation of Multistep Reaction Cascade Catalyzed by the Diterpene Cyclase CotB2
Kazuya Teramoto, Makoto Nishiyama, Tomohisa Kuzuyama

Biosynthetic Origin of the Hydroxamic Acid Moiety of Trichostatin A: Identification of Unprecedented Enzymatic Machinery
Involved in Hydroxylamine Transfer
Kei Kudo, Taro Ozaki, Kazuo Shin-ya, Makoto Nishiyama and Tomohisa Kuzuyama

Novel Polyketides Discovered via Activation of Cryptic Genes from Streptomyces
Wei li Thong, Kazuo Shin-ya, Makoto Nishiyama and Tomohisa Kuzuyama

Structural Studies on the Biosynthesis of Cyclolavandulyl Skeleton Catalyzed by an Unprecedented Terpene Synthase
Masaya Kobayashi, Takeo Tomita, Makoto Nishiyama, and Tomohisa Kuzuyama

Investigating Biosynthetic of the Antituberculous Agent Caprazamycin
Taro Shiraishi, Makoto Nishiyama, and Tomohisa Kuzuyama

m9th US-Japan Seminar on Natural Product Biosynthesis, May 31, 2017, California, USA
Secondary metabolite biosynthesis mediated by amino-group carrier protein in Streptomyces
Makoto Nishiyama

Mechanistic and structural insights into terpene cyclization reactions
Tomohisa Kuzuyama

mASM Microbe 2017, June 1-5, 2017, New Orleans, USA

Proteomic Characterization of the Functional Interaction between the Carbazole-Degradative Plasmid pCAR1 and Host
Pseudomonas putida KT2440

D. Vasileva, C. Suzuki-Minakuchi, S. Kosono, K. Okada and H. Nojiri

Recipient selectivity in conjugation using multiple recipient candidates
A. Sakuda, C. Suzuki-Minakuchi, K. Okada, H. Nojiri

m 19" International Conference on Bacilli & Gram-Positive Bacteria, Jun 11-15, 2017, Berlin, Germany
Exploration of the impact of protein acylation in elongation factor Tu in Bacillus subtilis
Saori Kosono, Shota Suzuki, Naoko Kondo, and Makoto Nishiyama

s TERPNET 2017, June 16-20, 2017, Dalian, China

Evolutionary insights into regulatory mechanisms of the phytoalexin biosynthetic gene cluster in rice

Shiho Tomiyama, Ryouka Miki-Kawahawa, Kaihei Koshio, Koji Miyamoto, Hisakazu Yamane, Longjiang Fan, Hideaki
Nnojiri, Kazunori Okada

minternational Conference of Arabidopsis Research 2017, Jun 19-23, 2017, United States
Comparative analysis of distinct responses of Arabidopsis natural variations to N deficiency
Atsushi Mabuchi, Keina Monda, Sho Takahashi, Yasuhito Sakuraba, Juntaro Negi, Shuichi Yanagisawa, Koh Iba

mUS-Japan Joint Seminar on Microbial Biotechnology, 2017, August 7-11, Minneapolis, USA

Exploring the impact of protein acylation on the biology of Corynebacterium glutamicum: focused on L-glutamate
overproduction

Saori Kosono

Conjugative plasmid, a key agent determining bacterial behavior in nature
Hideaki Nojiri
Secondary metabolite biosynthesis mediated by amino-group carrier protein in Streptomyces

Makoto Nishiyama

minternational Plant Nutrient Colloquium 2017, August 21-24, 2017, Denmark
Nutrient uptake-based assessment of genetic variation of nitrogen and phosphorus response in rice
Yoshiaki Ueda, Shuichi Yanagisawa
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mAsian Forum on Environmental Microbiology, September 1, 2017, Sendai, Japan
How do bacteria begin aromatic compound degradation?
Hideaki Nojiri

mThe 19" Japanese-German Workshop on Enzyme Technology, September 21, 2017, Rostoc, Germany
Amino-group carrier protein mediated amino acid biosynthesis
Makoto Nishiyama

mISRFG 2017, September 26-29, 2017, Suwon, Korea
Conservation of inductive expression pattern of phytoalexins biosynthetic gene clusters in wild Oryza species
Shiho Tomiyama, Ryouka Kawahara-Miki, Kaihei Koshio, Koji Miyamoto, Hisakazu Yamane, Hideaki Nojiri, Kazunori Okada

An evolutionary point of view of the biosynthetic gene clusters formation for phytoalexins in rice and related species.
(selected talk)

Shiho Tomiyama, Ryouka Kawahara-Miki, Kaihei Koshio, Koji Miyamoto, Hisakazu Yamane, Jie Qiu, Longjiang Fan,
Tomonobu Toyomasu, Nori Kurata, Hideaki Nojiri, Kazunori Okada

m1st China-Japan Joint Symposium on Natural Product Biosynthesis, October 2, 2017, Shanghai, China
Understanding biochemical mechanism in natural product biosynthesis
Tomohisa Kuzuyama

mNew Trends in Enzyme and Microbial Science in the Translational Biology Era, October 18-20, 2017, Naples, ltaly
Protein acylation involved in the regulation of biological function and metabolism in Corynebacterium glutamicum.

Substrate-recognition mechanism of ancestral-type enzyme
Makoto Nishiyama

Regulatory mechanism of glutamate dehydrogenase from Thermus thermophilus
Takeo Tomita

mMicrobiology in the New Millennium: from Molecule to Communities, October 27-29, 2017, Kolkata, India
Catalytic Cycle of Ring-Hydroxylating Rieske Non-Heme Iron Oxygenase
Hideaki Nojiri

mTaiwan-Japan Plant Biology 2017, November 3-5, 2017, Taiwan
Nitrate may regulate de novo biosynthesis of NAD+ in Arabidopsis
Moriaki Saito, Konishi Mineko, Shuichi Yanagisawa

Functional analysis of the NIN-like protein family for transcription factors responsible for nitrate response in Arabidopsis
Takayuki Okitsu, Mineko Konishi, Shuichi Yanagisawa

Glutamine-Induced Repression of a High-affinity Nitrate Transporter Gene Promoter in Arabidopsis
Pengcheng Guo, Mineko Konishi, Shuichi Yanagisawa

Novel rRNA processing factor APUM24 is key of nucleolar stress and sugar response in Arabidopsis thaliana
Shugo Maekawa, Tetsuya Ishida, Shuichi Yanagisawa

Identification of novel N/CO2-responsive genes by GWAS in Arabidopsis thaliana
Hikaru Watase, Atsushi Mabuchi, Keina Monda, Sho Takahashi, Yasuhito Sakuraba, Juntaro Negi, Shuichi Yanagisawa,
Koh Iba

Evolutionary conservation of inductive expression mechanisms on the phytoalexin biosynthetic gene cluster in Oryza family.
Shiho Tomiyama, Ryouka Kawahara-Miki, Kaihei Koshio, Koji Miyamoto, Hisakazu Yamane, Hideaki Nojiri, Kazunori Okada

Oxylipin signatures associated with the biosynthesis of chemical defense compound momilactones in moss
Miyu Teruya, Kenichiro Hayashi, Tomonori Shinya, Ivan Galis, Hideaki Nojiri, Kazunori Okada

mEast Asian Symposium on Senescence and Chronobiology in Plants, November 30-December 1, 2017, South Korea
The regulation of nutrient starvation-induced leaf senescence by light signaling
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REBEZ

SMU1 and SMU2 mediate MRS2-7 pre-mRNA splicing and are required for low Mg adaptation in Arabidopsis thaliana
HBEM

L AA XFRFTDRIFREEANIPS;1IZE 1T 5 AUGUAAELS N L F= R I HRIKTER S mRNA D224 - 1 BB H 43
DAEEME
HfESE
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OsNLP4 is a key gene regulating growth under nitrate condition in rice
Mengyao Wang, Takahiro Hasegawa, Makoto Hayashi, Yoshihiro Ohmori, Koji Yano, Takehiro Kamiya, Toru Fujiwara

The mechanism of flowering promotion under nitrogen deficient condition in rice
Nobuhiro Tanaka and Toru Fujiwara

s BXRGCARERZREEXIMEAIER S VRO L KR
Structure and function of novel enzymes from Bifidobacteria
Shinya Fushinobu

n%f 160 B B AR EFZRFMER
PHRAERBRBETIVELTOSBEFEREMNYARX I LT —EREBETVR
AEZ, DMIEEL, BFS, FroN—X D1—LX, BARE, URE, FIUER, /MNUEE, Uz, SEF—H, AMiX

ofE 12 AEGCFREERRRPHESR
BEFREVIVRAZAV=BEFEREN) R I L7 —EEN LEREBAHIC L 2R EESEHIFHEB OB
A%, NIEL, BHE, FroN—X Dx—LX, ERR, EE, FIUER, MHEF, Lz, BRF—8B, A%

nif 64 O BARBRBYFERE
DRBIFFEHVRR Y L7 —FEGFREYVAIREREEET S
A%, NMIEL, BHE, FroN—X D —LX, $FHEARR, FHESE, JURZE, FILIER, Lz, S8F 8B, AT

i

x

nif 16 AHMAEMHARE
HMERIAEHTHEESNS VBNC bl ZEC SBVKBREEEKRORRE DA
BEER, MIEsh, EXEE, BEEH

Pseudomonas putida KT2440 & DHFTEIL T HEREEHE Klebsiella oxytoca NG13 DER[E E ENRED fE AT
EEKE, AL, BBEXH, BEEH

OERFERHRF

mAmerican Society for Cell Biology 2017 Annual Meeting

Evaluation of sterol transport from the endoplasmic reticulum to mitochondria in Saccharomyces cerevisiae
S. Tian, A. Ohta, H. Horiuchi, R. Fukuda

mEMBO Conference: Eukaryotic RNA turnover

Regulation of a plant mineral nutrient transporter expression through substrate-dependent mRNA degradation induced by
ribosome stall at the AUG-Stop sequence in the 5’ UTR of the Arabidopsis thaliana NIP5;1 transcript

Toru Fujiwara

mEMBO Conference: Protein Synthesis and Translational Control, Heidelberg, Germany

Rebosome stall at AUG-Stop -Regulation of boron dependent Arabidopsis thaliana NIP5;1 transcript accumulation through
boron induced ribosome stall-

Toru Fujiwara

mE R TEMER L >R L China-Japan Symposium on Rhizosphere Cross-talk, £, F1E

Analysis of genes required for magnesium homeostasis through characterization of low-magnesium-sensitive Arabidopsis
thaliana.

A, R

Genetic mapping and basic characterization of a rice mutant with low nitrate uptake ability

FAMAK, BIRR

m12th Carbohydrate Bioengineering Symposium, Wien, Austria

Structure of LnbX lacto-N-biosidase from Bifidobacterium longum and its indispensability for growth on human milk
oligosaccharides

Chihaya Yamada, Aina Goto, Mikiyasu Sakanaka, Junko Hirose, Shin Kurihara, Takatoshi Arakawa, Motomitsu Kitaoka,
Takane Katayama and Shinya Fushinobu



mSLU special seminar Uppsala, Sweden

Structural basis for human milk oligosaccharide degradation by bifidobacteria: Symbiosis between breast-fed infants and
beneficial gut microbes

Shinya Fushinobu

mThe 5th International Life-Science Symposium for young scientists, #L 1%
Fascinated by the diversity of enzymes

SEPCES

QiR E
RARK BHIER, FHHEBEZ 2017) G THLWEHRBEOBILRE. \rF Y1 I Xl FX FU— 75:17-21.

RIEEX (2017) ZRAMA ) JHEEBROAESZMO-EERERROILAEE. Int. J. Microgravity Sci. Appl. 34,
p340109.

WHAFE, FIuE4E, Mitchell Hattie, Keith A. Stubbs, FE)I[Z&, (RIEEX RUI7T)FR I 7 I —ICBT HE 7« XXAHHX
S99 bN-EA L E—CDIIRIEE. I FHEEEF . 7,63-68.

B —, AR S, FR)IEK, RIEEX (2017) HRCHRENBERDIMBEEZREL TON 2122 & PR 28 FERR
AP mt > % —F#H. 8, 26-31.

B iRt BZ2E 8 (2017) M4ERAORE - ABREHED =6HD NMR * 27RO 39 R, FAE 28 FEEME % —F# 46-49.

Fukuda R and Ohta A. Enzymes for aerobic degradation of alkanes in yeasts. (2018) In: Rojo F, editor. Aerobic Utilization of
Hydrocarbons, Oils and Lipids, Handbook of Hydrocarbon and Lipid Microbiology. Basel: Springer; in press.

Fukuda R and Ohta A. Genetic features and regulation of n-alkane metabolism in yeasts. (2018) In: Rojo F, editor. Aerobic
Utilization of Hydrocarbons, Oils and Lipids, Handbook of Hydrocarbon and Lipid Microbiology. Basel: Springer; in press.

OUEBLVEENTH
B EI8ABRGAY R UY LHRERHE

FIERSE— : FRL 29 FERRARAFREREZEGHEMRBARHEE

EHRES 2017 EEREHNZL VRO LEFERF KR4 —8

@ FIEmX

nfE 5

Kith¥z Saccharomyces cerevisiae IZH T 254N AR SH ) VIEEEEHBEOME (BEHE BEANBZ)

HEM Study on interorganellar sterol transport in Saccharomyces cerevisiae (BERIZET2A I A RSB ATO—)LEH
EWRBICET SR BEHE ERNHBZ)

INE—¥F  The metabolism of thiosulfate in Hydrogenobacter thermophilus TK-6 (Hydrogenobacter thermophiles TK-6 @
FARERAH) EEHE BHIER)

EZ Quantitative Analysis and Metabolic Profiling of Organic Compounds in Traditional Functional Foods by NMR
Spectroscopy (NMR [Z & BIGHMIHEEEBROBRD EEAH R VAR v o TOT 74 2T) (IBEHE KBHER)

ZEE¥ Studies on structures and physiological function of surugamides produced by marine streptomycetes
(Streptomyces BB HEBIRENEET D RAILA I FEDHEHEL AEEEECEET 2HR) (FBEKE  Wk%kHE)

FIE#E— B-1,2- LA ORBICEH D2 /Y BOBEEMZHME (EBHE KEEX)
ME—# WEOEXEMTOIO—HHEADEHEBOBESEZONE BE%E BEEHR)

Huynh Hiep Hung Studies on the enzymatic properties and physiological functions of fungal glucuronoyl esterases (}§&#
g8 FHAR

gL/
BRTF R B4R Yarrowia lipolytica IZE 15 n-TILH U~ADWGE S HIETEHEHIICEET 2T (BEHE RBRNMZ)

FNFMEER RAKE Aspergillus nidulans DERER - BEERIZH T HE ) U IEBEO®REICET SHE (BEHE BN
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wz)

RBERE B Yarrowia lipolytica D n-7 LA B E TS ) VIEE L IRE#WES VAV HICEHT R (HEHE
N#Z)

B RREICEHF2T0T40FF—€ CICL D2 RABEMERBEEBORT BEHE ERBZ)
AFHF BRBEEOIRLF—KBICEHT HECTFOMERT BEHE FEHIER)

SAIEFE  Hydrogenobacter thermophilus TK-6 D e[iAMEE FO4F—E(CET 58K, ((BEHE HHIER)
N BT & Hydrogenobacter thermophilus TK-6 M4 4B ICEIT 2L (GEEHE FHHIER)
EDEA EHMEEYMREREECSTIABMOEERT (BEHE RAHAER)

Eq Ea—F4M4r HHPORBLELEVEORELSLVZOERBBOMRNT (BEHE XKBER)

322 A novel method for screening food components with anti-norovirus Gll.17 Kawasaki 308 activity (}1/ B 1 JLR GII.17
Kawasaki 308 SEEZH T 2 BMBESDOFHRA I V-V JZDMEL) (BEHE KBHER)

FHEL REEMEEECTORRERBEBEOEENENT EREZETE EEHE BRERD

Qiongyao Wu Identification of novel genes invoulved in low-Mg tolerance in Arabidopsis thaliana through analysis of low-Mg
sensitive mutants (s 8 HERHE)

BEEE A FORBIEBICETHT7T/ o oFF—+ (OsADK1) O#EEICET 2HE (BEHE BER)

HEME EEKBINEYT/ LT74 FEEFZNEZALV-A ROBXEMEICET MR (BEKE BER

MERF 73 UPEIBROBREERTICAIT-ME (BEHE REEX)

EREX HREFAHEBROBE - MERT (BEHE KEEXR

HBIER ELNEVERIEAS Y b—XERAREIBBEROBERNT (BEHE RKEEX)

BARE RNase 2 REICHXT HREREFEHBOMRN (BEHE BEEWN

PEARHE WILBWMICH TS RNase T2 DAEEHAERT (BB%KE BEEH)

EEBKREH EWIEH L L TOMEERBEIZH T 1= Klebsiella oxytoca NG13 DERETFRED BN (BEHE BAEEH)
EAREEE O7)ERNEEMENBENS T T RADEEROLERE LR (588 THR)

BERAE RREBHXDBEARKRY/S—H A2 O#EERNT (5E%E8 FTHR)

nZEHRX

BIRAER Yarrowia lipolytica IZEWT n-FILAVIZ& > TEHEEFEINDRAKRY N—F A1 OEEM#EEICET MK (8
BHE EAHBZ)

KEBKREST #AE Aspergillus oryzae IZTEWTEHADBHEERICEELZ 5 D EGEFOREICLD I NV BEanibkER
(lEEHE ERBZ)

KBERF BEF Saccharomyces cerevisiae |IZH 1T HHIA R T O—/LEX & ZOHEHEBICET 2ME (5EHE IE
RN Z)

EEHRE  FEVMEIKEME Hydrogenobacter thermophilus TK-6 ¥:IZH 115 Fd1 EXTREDREE (REHE FHIER)

BAOALE FRMESLERHME Roseobacter denitrificans OCh114 D TR IIL X —XBASICHT 2HE (5BHE FAH
1ER)

HEHERF  Pseudomonas aeruginosa 128115 L7 VIS E B FEHOMEERNT (BE%E RAHAER)
INRERE E FMFETAL TSI D OBELEZINHT 2FFHOKSRAE BEXRE KAERR)
nawsy o4 XFXFORIZEITSH BOR1 DZBHRBER U bors ZEH#DEH % E L= BORS DHEEDER (158



#BE EERHE

FHEAS VAAXFIFITETSRIVRRZMEZERROBRE S VRV RBEBERZELZEROEREEKROREN
(fEEHE BRRH

#EBEKREA  Klebsiella oxytoca NG13 DEXREEREICEAT 2HE (BEHE BEEW)

BERFE FNATAVUICRELEHFEB YRV L NV EOXRHEBEORT (BE%E8 HEEW
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