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13:00 Opening address (Director of BRC, Prof. Keishi Senoo)
Session 1 Chair : Kazuya Teramoto (CB)
13:05 Yoshie Maeda (PFB) Molecular mechanism underlying regulation of the expression of NRT2.1 nitrate transporter gene in
Arabidopsis thaliana
13:20 Kazumasa Ogura (AM) Physiological studies of the two rhodanese-like proteins in Hydrogenobacter thermophilus TK-6
13:35 Yuri Yoshida (EB) Molecular Action of bZIP Type Transcription Factor OsTGAP1 on Phytoalexins Synthesis in Rice
13:50 Break
Session 2 (Special lecture) Chair: Aya Mizuike (CG)
14:05 Prof. Sang-Dong Yoo (Lab of Molecular Signaling Systems, Division of Life Sciences, College of Life Sciences and
Biotechnology, KOREA University) Molecular signaling systems underlying cellular energy stress tolerance in plants.
14:25 Dr. Park, Jin-Soo (Natural Constituents Research Center, Gangneung Institute of Natural Products, Korea Institute
of Science and Technology (KIST)) From symbiotic association between dung beetle and microbe to the discovery of new
secondary metabolites
15:05 Break
Session 3 Chair : Masahiro Nishio (MCB)
15:15 Kei Kudo (CB) Biosynthesis of the histone deacetylase inhibitor trichostatin A
15:30 Atsushi Motegi (EB) The JA-inducible transcription factor RERJ1 is involved in the response mechanism to herbivores in
rice
15:45 Junichi Matsuoka (PFB) Searching for environmental factors controlling a pathogenic feature of Azorhizobium caulinodans,
a rhizobium of Sesbania rostrate
16:00 Break
Session 4 Chair : Kazumasa Ogura (AM)
16:15 Kazuki Nosho (MCB) The importance of fatty acid synthesis in colony formation
16:30 Tatsuya Inoue (AM) Exploration of bacteria which produce useful materials using iron as an electron source
16:45 Masaya Kobayashi (CB) Biosynthesis of Prenylated Indole Alkaloids in Bacteria
17:00 Break
17:10 Poster session
Hirofumi Akagawa (MCB) Mechanism of ribosome degradation induced by rapamycin in Saccharomyces cerevisiae
Hiroko Fukushima (MCB) Analysis of genes retaining colony-forming activity of cold- and starvation-stressed Escherichia coli cells
Tian Siqi (CG) Sterol transport from the endoplasmic reticulum to vacuole in Saccharomyces cerevisiae
Kei-ichi Murai (MM) Study on "metabolons", supercomplexes of metabolic enzymes, in Corynebacterium glutamicum
Mirai Tanigawa (Maeda Lab) Analysis of the Ego/Gtr independent activation mechanism of TORC1
Ayano Abe (MM) The functional analysis of lysine acetylation in the E2 subunit of the ODH/PDH complex in Corynebacterium
glutamicum
Ayuka Yamada (MM) Analysis of acetylation and deacetylation of PEPC in Corynebacterium glutamicum
Kyosuke Yamamoto (Univ. of Tsukuba, AIST) Changes in evolutionary dynamics of pathogenic bacteria driven by interspecies
interactions
Yu Hagiwara (SS) Response to phosphorus sources of soil bacterium Burkholderia sp.
Hibiki kawano (EB) Adaptation of bacterial strains to increased fithess cost by plasmid carriage
Yuki Kadono (EB) DNA-binding affinities of plasmid- chromosomally encoded MvaT homologs
Yoko Tabushi (SS) Dominance and large contribution to reductive N transformation of Deltaproteobacteria in paddy soil as revealed
by metatranscriptome and metagenome approaches
Keitaro Yoshida (Univ. of Tsukuba) An adhesin required for biofilm formation of the non-motile Gram-negative bacterium
Paracoccus denitrificans
Kana Morinaga (Univ. of Tsukuba) Quorum-sensing represses the cell aggregation of Paracoccus denitrificans
Sarina Tanaka (CB) Toward engineering of Bacillus terpene synthase for isoprene bioproduction
Shunsuke Oba (CB) Exploration of novel nucleoside antibiotics produced by Streptomyces
loana Valea (EB) RERJ1, a Wound Inducible Transcription Factor - Involvement in the JA Signaling System
Fumika Nakanishi (CB) Studies on transcriptional regulatory mechanism of arginine biosynthesis in thermoacidophilic archaeon
Sulfolobus acidocaldarius
Choong-Soo Yun (RIKEN) Biosynthesis of the mycotoxin tenuazonic acid by a novel NRPS-PKS hybrid enzyme in fungi
Satomi Fujita (CB) Crystallographic analysis of LysK involved in lysine biosynthesis in Thermus
thermophilus
Ye Zhongphen (EB) 13C labelled chemical approach toward unlocking of deterpene phytoalexins biosynthetic pathway in Rice
Keita Oishi (CB) Functional analysis of novel biotin biosynthetic enzyme conserved in halophilic archaea and cyanobacteria
18:40 Reception
20:10 Closing remarks

AM, Applied Microbiology (f5FR#AEHI%); CBT, Cell Biotechnology (#if2#8E T %); CG, Cellular Genetics (#if23&{=#); EB,
Environmental Biochemistry (B35 {££ T %); MBM, Microbial Metabolomics ({4 ¥I1&#E{Xi T %), MCB, Molecular and Cellular
Breeding (¥ &%&%F); PFB, Plant Functional Biotechnology (1E##8E T %); SS, Soil Science (TIEERIF)
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Miyamoto K, Enda I, Okada T, Sato Y, Watanabe K, Sakazawa T, Yumoto E, Shibata K, Asahina M, lino M, Yokota T, Okada

K, Yamane H. (2016) Jasmonoyl-L-isoleucine is required for the production of a flavonoid phytoalexin but not diterpenoid
phytoalexins in ultraviolet-irradiated rice leaves. Biosci Biotechnol Biochem 80:1934-1938

Miyamoto K, Fujita M, Shenton MR, Akashi S, Sugawara C, Sakai A, Horie K, Hasegawa M, Kawaide H, Mitsuhashi W,
Nojiri H, Yamane H, Kurata N, Okada K, Toyomasu T (2016) Evolutionary trajectory of phytoalexin biosynthetic gene
clusters in rice. Plant J 87:293-304

Okada K, Kawaide H, Miyamoto K, Miyazaki S, Kainuma R, Kimura H, Fujiwara K, Natsume M, Nojiri H, Nakajima M,
Yamane H, Hatano Y, Nozaki H, Hayashi K (2016) HpDTC1, a Stress-Inducible Bifunctional Diterpene Cyclase Involved in
Momilactone Biosynthesis, Functions in Chemical Defence in the Moss Hypnum plumaeforme. Sci Rep 6:25316

Nishimura T, Mochizuki S, Ishii-Minami N, Fujisawa Y, Kawahara Y, Yoshida Y, Okada K, Ando S, Matsumura H, Terauchi
R, Minami E, Nishizawa Y (2016) Magnaporthe oryzae Glycine-Rich Secretion Protein, Rbf1 Critically Participates in
Pathogenicity through the Focal Formation of the Biotrophic Interfacial Complex. PLoS Pathog 12:€1005921

Toyomasu T, Miyamoto K, Shenton MR, Sakai A, Sugawara C, Horie K, Kawaide H, Hasegawa M, Chuba M, Mitsuhashi W,
Yamane H, Kurata N, Okada K (2016) Characterization and evolutionary analysis of ent-kaurene synthase like genes from
the wild rice species Oryza rufipogon. Biochem Biophys Res Commun 480:402-408

Takeuchi, Hasegawa H, Gyohda A, Komatsu S, Okamoto T, Okada K, Terakawa T, Koshiba T. (2016) Overexpression of
RSOsPR10, a root-specific rice PR10 gene, confers tolerance against drought stress in rice and drought and salt stresses
in bentgrass. Plant Cell Tiss Org 127:35-46

Shinya T, Hojo Y, Desaki Y, Christeller JT, Okada K, Shibuya N, Galis | (2016) Modulation of plant defense responses to
herbivores by simultaneous recognition of different herbivore-associated elicitors in rice. Sci Rep 6:32537

Suzuki-Minakuchi C, Kawazuma K, Matsuzawa J, Vasileva D, Fujimoto Z, Terada T, Okada K, Nojiri H (2016) Structural
similarities and differences in H-NS family proteins revealed by the N-terminal structure of TurB in Pseudomonas putida
KT2440. FEBS Lett 590:3583-3594

Ye Z, Nakagawa K, Natsume M, Nojiri H, Kawaide H, Okada K (2017) Biochemical synthesis of uniformly 13C-labeled
diterpene hydrocarbons and their bioconversion to diterpenoid phytoalexins in planta. Biosci Biotech Biochem
81:1176-1184

Ogawa S, Miyamoto K, Nemoto K, Sawasaki T, Yamane H, Nojiri H, Okada K (2017) OsMYC2, an essential factor for
JA-inductive sakuranetin production in rice, interacts with MYC2-like proteins that enhance its transactivation ability. Sci
Rep 7:40175

Ogawa S, Kawahara-Miki R, Miyamoto K, Yamane H, Nojiri H, Tsuijii Y, Okada K. (2017) OsMYC2 mediates numerous
defence-related transcriptional changes via jasmonic acid signalling in rice. Biochem Biophys Res Commun. 486:796-803.

Chakraborty J, Suzuki-Minakuchi C, Okada K, Nojiri H (2017) Thermophilic bacteria are potential sources of novel Rieske
non-heme iron oxygenases AMB Express 7:17

Matsuda K, Hasebe F, Shiwa Y, Kanesaki Y, Tomita T, Yoshikawa H, Shin-ya K, Kuzuyama T, Nishiyama M (2017)
Genome mining of amino group carrier protein-mediated machinery: discovery and biosynthetic characterization of a
natural product with unique hydrazone unit. ACS Chem Biol 12:124-131

Nara A, Hashimoto T, Komatsu M, Nishiyama M, Kuzuyama T, lkeda H (2017) Characterization of bafilomycin biosynthesis
in Kitasatospora setae KM-6054 and comparative analysis of gene clusters in Actinomycetales microorganisms. J Antibiot
70:616-624

Shimizu T, Yin L, Yoshida A, Yokooiji Y, Hachisuka Sl, Sato T, Tomita T, Nishida H, Atomi H, Kuzuyama T, Nishiyama M
(2017) Structure and function of an ancestral-type $-decarboxylating dehydrogenase from Thermococcus kodakarensis.
Biochem J 474:105-122

Kubota T, Matsushita H, Tomita T, Kosono S, Yoshida M, Kuzuyama T, Nishiyama M (2017) Novel stand-alone RAM
domain protein-mediated catalytic control of anthranilate phosphoribosyltransferase in tryptophan biosynthesis in Thermus
thermophilus. Extremophiles 21:73-83

Takahashi K, Nakanishi F, Tomita T, Akiyama N, Lassak K, Albers SV, Kuzuyama T, Nishiyama, M (2016) Characterization
of two B-decarboxylating dehydrogenases from Sulfolobus acidocaldarius. Extremophiles 20:843-853

Hasebe F, Matsuda K, Shiraishi T, Futamura Y, Nakano T, Tomita T, Ishigami K, Taka H, Mineki R, Fujimura T, Osada H,
Kuzuyama T, Nishiyama M (2016) Amino-group carrier-protein-mediated secondary metabolite biosynthesis in
Streptomyces. Nat Chem Biol 12:967-972



Takahashi K, Tomita T, Kuzuyama T, Nishiyama M (2016) Determinants of dual substrate specificity revealed by the crystal
structure of homoisocitrate dehydrogenase from Thermus thermophilus in complex with homoisocitrate- Mg *NADH.
Biochem Biophys Res Commun 478:1688-1693

Yoshida A, Tomita T, Atomi H, Kuzuyama T, Nishiyama M (2016) Lysine biosynthesis of Thermococcus kodakarensis with
the capacity to function as an ornithine biosynthetic system. J Biol Chem 291:21630-21643

Tsujimoto M, Yoshida A, Shimizu T, Tomita T, Ohnishi Y, Kuzuyama T, Nishiyama M (2016) Aspartate kinase involved in
4-hydroxy-3-nitrosobenzamide biosynthesis in Streptomyces murayamaensis. Biosci Biotechnol Biochem 2:1-9

Inahashi Y, Shiraishi T, Palm K, Takahashi Y, Omura S, Kuzuyama T, Nakashima T (2016) Biosynthesis of trehangelin in
Polymorphospora rubra KO7-0510: identification of metabolic pathway to angelyl-CoA. Chembiochem. 17:1442-1447

Shiraishi T, Hiro N, Igarashi M, Nishiyama M, Kuzuyama, T (2016) Biosynthesis of the antituberculous agent caprazamycin:
Identification of caprazol-3"-phosphate, an unprecedented caprazamycin-related metabolite. J Gen Appl Microbiol
62:164-166

Shimizu T, Tomita T, Kuzuyama T, Nishiyama M (2016) Crystal structure of the LysY-LysW complex from Thermus
thermophilus. J Biol Chem 291:9948-9959

Liu KH, Niu Y, Konishi M, Wu Y, Du H, Chung HS, LL, Boudsocq M, McCormack M, Maekawa S, Ishida T, Zhang C, Shokat
K, Yanagisawa S, Sheen J, (2017) Discovery of Nitrate-CPK-NLP signalling in central nutrient-growth networks. Nature
18:311-316

Otori K, Tanabe N, Maruyama T, Sato S, Yanagisawa S, Tamoi M, Shigeoka S (2017) Enhanced photosynthetic capacity
increases nitrogen metabolism through the coordinated regulation of carbon and nitrogen assimilation in Arabidopsis
thaliana. J Plant Res 130:909-927

Sato T, Maekawa S, Konishi M, Yoshioka N, Sasaki Y, Maeda H, Ishida T, Kato Y, Yamaguchi J, Yanagisawa S (2017) Direct
transcriptional activation of BT genes by NLP transcription factors is a key component of the nitrate response in
Arabidopsis. Biochem Biophys Res Commun, 483:380-386.

Ishida T, Maekawa S, Yanagisawa S (2016) The pre-rRNA processing complex in Arabidopsis includes two
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Whole genome sequencing of carbazole-degrading bacteria
Felipe Vejarano, Chiho Suzuki-Minakuchi, Yu Kanesaki, Hirofumi Yoshikawa, Kazunori Okada, Hideaki Nojiri
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Diversity of carbazole degradative gene clusters, mobilization and recruitment according to whole genome sequencing
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Quantification of H-NS family proteins in Pseudomonas putida
Zongping Sun, Delyana Vasileva, Chiho Suzuki-Minakuchi, Kazunori Okada, Feng Luo, Yasuo Igarashi, Hideaki Nojiri
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Thermophilic bacteria are potential sources of novel Rieske non-heme iron oxygenases
Joydeep Chakraborty, Chiho Suzuki-Minakuchi, Kazunori Okada, Hideaki Nojiri

Biodegradation of phenolic compounds by Bacillus licheniformis strain TAB7
Enock Mpofu, Chiho Suzuki-Minakuchi, Felipe Vejarano, Joydeep Chakraborty, Toshiaki Kimura, Kazunori Okada, Hideaki
Nojiri
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Isolation of isoindolinomycin, a novel isoindolinone-derived natural product discovered via activation of cryptic gene cluster



from Streptomyces
Wei Li Thong, Kazuo Shin-Ya, Makoto Nishiyama, Tomohisa Kuzuyama
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M Nitrogen 2016
Post-translational modification of NLP transcription factor proteins by nitrate
Mineko Konishi, Shugo Maekawa, Tetsuya Ishida, Shuichi Yanagisawa
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B ASM Microbe 2016, June 16-20, 2016, Boston, USA

Crystal Structure of Dimerization/Oligomerization Domain of an MvaT homolog in pseudomonads

C. Suzuki-Minakuchi, K. Kawazuma, J. Matsuzawa, D. Vasileva, Z. Fujimoto, T. Terada, K. Okada, and H. Nojiri

Exploring Microbial Genomes in Search of Novel Rieske Oxygenase Guided by Evolutionary Studies
J. Chakraborty, C. Suzuki-Minakuchi, K. Okada, T. K. Dutta, and H. Nojiri

MIPGSA 2016 6/21-25, Toronto, Canada
Diterpenoid Momilactones Exhibit Broad Range of Growth-Inhibitory Action upon Various Organisms
Keisuke Tomita, Yasuhiro Matsuo, Makoto Kawamukai, Ken-ichiro Hayashi, Hideaki Nojiri, Kazunori Okada

Regulation of diterpenoid phytoalexin biosynthesis mediated by the stress-inducible transcription factor DPF in rice
Yumu Tabuchi, Ryo Tsutsumi, Keiichiro Nemoto, Tatsuya Sawasaki, Masaki Mori, Koji Miyamoto, Hisakazu Yamane,
Nobutaka Mitsuda, Hideaki Nojiri, Kazunori Okada

Stress responses of the biosynthetic genes for momilactones in chemical defence in the moss Hypnum plumaeforme
Kazunori Okada, Hiroshi Kawaide, Koji Miyamoto, Sho Miyazaki, Masahiro Natsume, Hideaki Nojiri, Masatoshi Nakajima,
Hisakazu Yamane, Hiroshi Nozaki, Ken-ichiro Hayashi

B Extremophiles 2016, September 12-16, 2016, Kyoto University
Reconstitution and Characterization of Novel Rieske Oxygenase System from Thermophiles
Joydeep Chakraborty, Chiho Suzuki-Minakuchi, Kazunori Okada, Hideaki Nojiri

Plasmid Biology 2016, September 18-23, 2016, Clare College Cambridge, UK
Plasmid-borne nucleoid associated proteins, key factors determining host cell physiology and fitness
Hideaki Nojiri (invited speaker)

How does plasmid pCAR1 carriage affect the expression pattern of genes on chromosome of Pseudomonas putida KT2440
at single cell level?
Saki Takahira, Chiho Suzuki-Minakuchi, Ryo Miyazaki, Kazunori Okada, Hideaki Nojiri

Coexistence of Multiple Recipient Candidates Affects the Host Range of Conjugation
Ayako Sakuda, Chiho Suzuki-Minakuchi, Junko Hashimoto, Ikuko Kozone, Mamoru Komatsu, Kazuo Shin-ya, Haruo lkeda,
Kazunori Okada, Hideaki Nojiri

How does plasmid pCAR1 induce the transcription of the genes regulated by MexT in Pseudomonas putida KT2440, a
chromosomally-encoded key factor of pPCAR1 burden to host KT2440 cell?



Aya Kubo, Chiho Suzuki-Minakuchi, Kazunori Okada and Hideaki Nojiri

Effect of the carbazole degradative plasmid pCAR1 in Pseudomonas putida KT2440 as a host-a proteomic view
Delyana Vasileva, Chiho Suzuki-Minakuchi, Saori Kosono, Kazunori Okada and Hideaki Nojiri

Structural basis of the hetero-oligomerization mechanisms of plasmid- and chromosomally encoded MvaT homologs
Chiho Suzuki-Minakuchi, Kohei Kawazuma, Jun Matsuzawa, Delyana Vasileva, Zui Fujimoto, Tohru Terada, Kazunori
Okada, and Hideaki Nojiri

M ISRFG 2016 9/26-29, Le Corum, Montpellier, France
Regulation Mechanism of Phytoalexin Production by OsbZIP79 in Rice Plant
Shibuya D, Miyamoto K, Yamane H, Nojiri H, Okada K

Rice JA inductive transcription factor RERJ1 regulates linalool emission in response to herbivory
Motegi A, Miyamoto K, Yamane H, Shinya T, Galis |, Nojiri H, Okada K

Evolutionary trajectory and regulatory feature of phytoalexin biosynthetic gene cluster in rice.
Kazunori Okada Shiho Tomiyama, Hideaki Nojiri, Koji Miyamoto, Matthew R. Shenton, Morifumi Hasegawa, Hiroshi
Kawaide, Wataru Mitsuhashi, Hisakazu Yamane, Nori Kurata and Tomonobu Toyomasu

B The 19th Chinese National Symposium on Environmental Microbiology, November 11-14, 2016, Beibei, Chongqing,
China

Plasmid-borne nucleoid associated proteins, key factors determining host cell physiology

Hideaki Nojiri (invited speaker)

Proteomic view of the functional interaction between the carbazole degradative plasmid pCAR1 and Pseudomonas putida
KT2440 as a host
Delyana Vasileva, Chiho Suzuki-Minakuchi, Saori Kosono, Kazunori Okada, and Hideaki Nojiri

Counting two H-NS family proteins in Pseudomonas putida
Zongping Sun, Delyana Vasileva, Chiho Suzuki-Minakuchi, Kazunori Okada, Feng Luo, Yasuo Igarashi, and Hideaki Nojiri

B The 28th Annual Meeting of the Thai Society for Biotechnology and International Conference, November 28-30, 2016,
Chiang Mai, Thailand

Synergistic degradation of pyrene by defined consortia containing Mycobacterium as key member

Natthariga Laothamteep, Chanokporn Muangchinda, Pagakrong Wanapaisan, Masaki Shintani, Chiho Suzuki-Minakuchi,
Kengo Inoue, Hideaki Nojiri and Onruthai Pinyakong

HMThailand-Japan Collaboration Symposium on Environmental Microbiology and Applications, March 8, 2017, Bangkok,
Thailand

Catalytic mechanism of Rieske non-heme iron oxygenase

Hideaki Nojiri (invited speaker)

M Society for Industrial Microbiology & Biotechnology annual meeting, July 24-08, 2016, New Orleans, USA
Biosynthesis of the antituberculous agent caprazamycin
Taro Shiraishi, Makoto Nishiyama, Tomohisa Kuzuyama.

HMThe 1st A3 Foresight Symposium on “Chemical & Synthetic Biology of Natural Products”, August 21-23, 2016, Shanghai,
China

Enzyme-catalyzed [4+2]-cycloaddition required for macrocyclization of spirotetranate-containing polyketides

Tomohisa Kuzuyama

Biosynthetic studies of the nucleoside antibiotic A-94964
Taro Shiraishi, Makoto Nishiyama, Tomohisa Kuzuyama

Novel polyketide discovered via activation of “orphan” biosynthetic gene clusters
Wei Li Thong, Kazuo Shin-ya, Makoto Nishiyama, Tomohisa Kuzuyama

HThe Fifth International Conference on Cofactors & Active Enzyme Molecule 2016 Sept. 4-8, Toyama
AmCP-mediated lysine biosynthesis and regulation
Makoto Nishiyama

Regulatory mechanism of glutamate dehydrogenase from Thermus thermophilus
Takeo Tomita, Makoto Nishiyama

B Extremophiles 2016 Sept. 12-16, Kyoto
AmCP-mediated lysine biosynthesis and its regulation in thermophiles
Makoto Nishiyama



B Symposium on Novel NP discovery and biosynthesis from precious microorganisms, December 7, 2016, Bangkok,
Thailand

Biosynthesis of terpenoids produced by Streptomyces

Tomohisa Kuzuyama

W 2nd US-Japan Seminar of the Biosynthesis of Natural Products for Young Researchers. Mar. 4-5, Tokyo
Biosynthetic studies of the nucleoside antibiotic A-94964
Taro Shiraishi, Makoto Nishiyama, Tomohisa Kuzuyama

Biosynthesis of a Histone Deacetylase Inhibitor Trichostatin A
Kei Kudo, Kazuo Shin-ya, Makoto Nishiyama, Tomohisa Kuzuyama

Novel polyketide discovered via activation of cryptic biosynthetic genes from Streptomyces
Wei Li Thong, Kazuo Shin-ya, Makoto Nishiyama, Tomohisa Kuzuyama

Elucidation of multistep reaction cascade catalyzed by the diterpene cyclase CotB2
Kazuya Teramoto, Makoto Nishiyama, Tomohisa Kuzuyama

Biosynthesis of prenylated indol alkaloids in Streprtomyces
Masaya Kobayashi, Makoto Nishiyama, Tomohisa Kuzuyama

BJSPS-NRCT2017, March 3, 2017, Bangkok, Thailand
Activation of cryptic gene clusters led to the discovery of novel polyketides in Streptomyces
Wei Li Thong, Makoto Nishiyama, Tomohisa Kuzuyama

M Directing Biosynthesis V. Mar. 22-24, Warwick, UK
Understanding biochemical mechanism in natural product biosynthesis
Tomohisa Kuzuyama

Biosynthetic studies on the antituberculous agent caprazamycin
Taro Shiraishi, Makoto Nishiyama, Tomohisa Kuzuyama

Discovery and biosynthetic characterization of a natural product biosynthesized via AmCP-mediated machinery
Kenichi Matsuda, Fumihito Hasebe, Yuh Shiwa, Yu Kanesaki, Takeo Tomita, Hirofumi Yoshikawa, Kazuo Shin-ya,
Tomohisa Kuzuyama, Makoto Nishiyama

W 11" International Congress on Extremophiles, September 2016, Kyoto University (Kyoto, Japan)
Analysis of protein acylation on enzymes involved in branched-chain amino acid biosynthesis in Thermus thermophilus.
Ayako Yoshida, Makoto Nishiyama, Minoru Yoshida, Saori Kosono

W2" Conference on Post-translational Modifications in Bacteria. October 2016. (Lyon, France)
Characterization of lysine acetylation in phosphoenolpyruvate carboxylase involved in glutamate overproduction in
Corynebacterium glutamicum.

Megumi Nagano, Yuta Mizuno, Ayuka Yamada, Masaki Kikuchi, Mikako Shirouzu, Takeshi Umehara, Minoru Yoshida,
Makoto Nishiyama, and Saori Kosono

| JoDiA
EAHIA, Bl H (2016) 7 I/ EEARF v U T Y VIO BEEN U TRRBIESBISHE ORE & FiRE RS
NEORR. HFLABFHRZE 51:16

Hashimoto T, Kuzuyama T (2016) Mechanistic insights into Diels-Alder reactions in natural product biosynthesis. Curr Opin
Chem Biol 35:117-123

Kuzuyama T (2017) Biosynthetic studies on terpenoids produced by Streptomyces. J Antibiot 70:811-818
INFESETEF (2016) TEYIDMHER A A Y ICISE U TEBETFRRZMNE I 2 X WXL, AXLEERIFHEE 87:260-266

HETED (2016) NI T UTFICH T B 7 VILLEMY VIV BORBENBET~T7 Y O—LBITHNSRATERLZE, £
2L £ 54:871-872
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Zongping Sun : The 19th Chinese National Symposium on Environmental Microbiology, Best Poster Award

£ BRE : BRBREEYFER 2016 FEFR KRR —E

WHf—  RRAFZFXZREFEMBZEMER HRBRE

BTHER | RRAFZFAXZREFEMBZMER HRBRE

2SS

WERX

MNNESE ARXDTIR/ARBET 74 NPLEFIVYOAEFEEBORE (B8 BTRFR)

MHRIE 13CEHITIRVRIEKROEBESILELZIRXRDOTI7AMLFIUAGHREORE (BEHE BRFR)

REF— BREICEIFZT7I/EXFrv U7 I VNTEZN U TEGRSNIIRRAMCEYORR - RREZDHER
N-NEEOHREEICEY 2K (BEHE Bl &)

BEEHX
EHAF BHOXBEFE N CESLEDHIICHEZRIFIAFORE (BEHE TRFR)

ERAM ARDITIRVET 74 NP LEXYVEAEICRIT S 0sbZIP79 N U ESIFIEEDBRT (BEHE %
RFER)

BHRERL TI7AINEBEEREANEVDOEGFRRICRIIRZEDO—MELNILTORENT (EEHE BFRFR)

~NINZ/ 7 ')~ TGenomic Analysis of Bacteria Involved in the Complete Degradation of Aromatic Compounds (3§&

BE BRFR)

XFABE A ROV v AT VEFEHEERF RERI 'E5 T2 A ML ANEREICEY 2R (BEHE FRFR)
REEXK FEETHES LY/ NIOTIFICRBHUEEAFVEEGHRI v Y YT U Vo O (IBEHE ALE)
KBEN T/ LAEREEBRE VXTI LAY RREEYOEERY Y F ) —ICET BHE (BEHE ALE)
HABER NITUT7EEYRRTIVLRYERBEROERY SEERT (BERE AL

RS E BRI S HEE Sulfolobus acidocaldarius ICE T2 7 ILF¥ =V EERBEREGCF DS AR CB
I5ME BERE ALE)

BEHIEE FEVE Thermus thermophilus ASED U I VA ERRESE LysK &£+ U 74 VT E LysW O E 1ERE#EIC
HY 3% (EEHE ALE)

AIHER BHRNICEL 2 D0GEERFEICL 2EDHBIGEOHIEEEORRE (BE%E WEE—)
WEE— XNZFRKED R-body E%E T3 reb A XAV ORBEHIEMEEORT (BEHE HIEE—)

RIERIETS Corynebacterium glutamicum Hi3 ODH/PDH OSEMFREIICE b 2 7 ¥ I LIEROERERT (BEHRE HES
&)

NHE— Corynebacterium glutamicum D7 )L5 = VEEAEICEEDL 2 X YROVICET 2K BERKE HEIHD)

W
LHBE SEFTOMEOEZTED ZROZIFHECRATORREER (BEHE BRFR)

RBEXE /N\MITICBIFREIZV M EEHEEEORE (BEXE TRFRA)

BLFES YTIRVET A NP LFIVAEGHELTI 7R —HBOGEHREEHEERFOEL EERE BFR
#HR)

A B pCAR1 BRAIWLNY — LR BLGEEG T antR O—E TORRET (BEEHE TRFR)
REE FI/EFVIT7IVNIBEENUTEGR SN2 ZRNAEDO 7 PEL I OREHAEEBO®E (EEHE &



L&)

SHAREKR BIFE - M EHE Sulfolobus acidocaldarius D) YV EBRICE T D 7 « — RNy 7 #HI{EEHES (CEE S 25
® (BEHE AELE)

FOFL BREOXATILR/ A REGRICEIT2EENRY X /(CEEBOBENT  (E8HE AELE)

BHEt¥® BREOEEISZRUTYCRICETIME BEHE BALE)

FEESFIN NLP BsERFEZN LIRS 7 FILIC K B NAD+AESEHIEO T DOiRET (IBEHE WIEE—)
Oty —TEFMBES

Exploring the regulatory network of Corynebacterium glutamicum: functional studies on protein phosphorylation and
pupylation.

Professor Michael Bott (Institute of Bio-and Geosciences, Germany) 2016 ££ 6 B 21 H

NanoBiotechnology Strategies and Engineering Design Approaches towards the Development of Smart Therapeutics
Against Infectious Diseases.

Director Ruben Morones (Biotechnology and Nanotoxicology Research Center, Universidad Auténoma de Nuevo Leodn,

México) 2016 £ 10 A 21 H

Mechanosensitive channels: What they are and why they are important.
ProfessorBoris Martinac (Victor Chang Cardiac Research Institute, Australia) 2016 £ 11 B 29 H

Chemoenzymatic Platforms for the Discovery of New Peptide Therapeutics.
Assistant Professor Albert A.Bowers (Eshelman School of Pharmacy, University of North Carolina, USA.) 2017 3 A 6 H

Structural study of nonribosomal peptide synthesis.
Associate Professor Martin Schmeing (Department of Biochemistry, McGill University, Canada) 2017 =3 A 8 H

Bacterial Genome Mining and Biosynthetic Engineering for Natural Product Drug Discovery and Development.
Assistant Professor Alessandra S. Eustaquio (College of Pharmacy, University of lllinois, USA.) 2017 ££ 3 B 9 H

@FNAN S DXREHE

Dr. Ruben Morones (Universidad Auténoma de Nuevo Ledn, Biotechnology and Nanotoxicology Research Center, Mexico)
2016 £ 10 A

Dr. Michael Sadowsky, Dr. Satoshi Ishii (University of Minnesota, Biotechnology Institute, USA) 2016 £ 10 A

Dr. Jaka Widada (Gadjah Mada University, Indonesia) 2017 £ 3 B

Professor Michael Burkart (University of California, San Diego, USA) 2016 £ 11 B

Dr. Alessandra S Eustaquio (University of lllinois, USA) 2016 4 3 A

Min-Ji Kim, Ji-Hyeon Kang, Hyo-Jeong Kang (Ulsan University)

Professor Dr. Michael Bott (Forschungszentrum Jilich, Germany)

Professor Dr. Boris Martinac (Victor Chang Cardiac Research Institute, Australia)

Q@— T v VINAEDKRFE
HLIZFILEE 2016 F7H6H PHE92%, 3|XH24

BLRT&ESR 2016 F7H 290 ZFE27 4. 51KE24%
BRI ELSER 2016 F 88 9H FHE 1064, 51KE24
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Hirai T, Osamura T, Ishii M, Arai H (2016) Expression of multiple cbbz cytochrome ¢ oxidase isoforms by combinations of
multiple isosubunits in Pseudomonas aeruginosa. Proc Natl Acad Sci USA 113:12815-12819

Minamoto T. Sekine M, Ogawa T, Hidaka M, Watanabe H, Homma H, Masaki H (2016) Detection of diastereomer peptides
as the intermediates generating D-amino acids during acid hydrolysis of peptides. Amino Acids 48:2683—2692

lwama R, Kobayashi S, Ishimaru C, Ohta A, Horiuchi H, Fukuda R (2016) Functional roles and substrate specificities of
twelve cytochromes P450 belonging to CYP52 family in n-alkane assimilating yeast Yarrowia lipolytica. Fungal Genet Biol
91:43-54.

Hoshi H, Zheng L, Ohta A, Horiuchi H (2016) A Wiskott-Aldrich syndrome protein is involved in endocytosis in Aspergillus
nidulans. Biosci Biotechnol Biochem 80:1802-1812

Yamada C, Sawano K, lwase N, Matsuoka M, Arakawa T, Nishida S, Fushinobu S (2016) Isolation and characterization of
a thermostable lipase from Bacillus thermoamylovorans NB501. J Gen Appl Microbiol 62:313-319

Yan Z, Maruyama A, Arakawa T, Fushinobu S, Wakagi T (2016) Crystal structures of archaeal 2-oxoacid: ferredoxin
oxidoreductases from Sulfolobus tokodaii. Sci Rep 6:33061

Wakagi T, Nishimasu H, Miyake M, Fushinobu S (2016) Archaeal Mo-Containing Glyceraldehyde Oxidoreductase
Isozymes Exhibit Diverse Substrate Specificities through Unique Subunit Assemblies. PLoS One 11:e0147333

Matsuzawa T, Jo T, Uchiyama T, Manninen JA, Arakawa T, Miyazaki K, Fushinobu S, Yaoi K (2016) Crystal structure and
identification of a key amino acid for glucose tolerance, substrate specificity, and transglycosylation activity of metagenomic
beta-glucosidase Td2F2. FEBS J 283:2340-2353.

Tanaka M, Sotta N, Yamazumi Y, Yamashita Y, Miwa K, Murota K, Chiba Y, Hirai MY, Akiyama T, Onouchi H, Naito S,
Fujiwara T (2016) The Minimum Open Reading Frame, AUG-Stop, Induces Boron-Dependent Ribosome Stalling and
mRNA Degradation. Plant Cell 28:2830-2849

Tanaka N, Nishida S, Kamiya T, Fujiwara T (2016) Large-scale profiling of brown rice ionome in an ethyl
methanesulphonate-mutagenized hitomebore population and identification of high- and low-cadmium lines
Plant Soil 407:109-117

Nishida S, Kakei Y, Shimada Y, Fujiwara T (2017) Genome-wide analysis of specific alterations in transcript structure and
accumulation caused by nutrient deficiencies in Arabidopsis thaliana. Plant J 91:741-753

Watanabe K, Guo W, Arai K, Takanashi H, Kajiya-Kanegae H, Kobayashi M, Yano K, Tokunaga T, Fujiwara T, Tsutsumi N,
Iwata H (2017) High-Throughput Phenotyping of Sorghum Plant Height Using an Unmanned Aerial Vehicle and Its
Application to Genomic Prediction Modeling. Front Plant Sci 8:421

Li B, Kamiya T, Kalmbach L, Yamagami M, Yamaguchi K, Shuji S, Sawa S, Danku JMC, Salt DE, Geldner N, Fujiwara T
(2017) Role of LOTR1 in nutrient transport through organization of spatial distribution of root endodermal barriers. Curr Biol
27:1-8

Tsuboi K, Shehzad T, Yoneda J, Uraguchi S, Ito Y, Shinsei L, Morita S, Rai H, Nagasawa N, Asari K, Suzuki H, Itoh R,
Saito T, Suzuki K, Takano |, Takahashi H, Sakurai K, Watanabe A, Akagi H, Tokunaga T, Itoh M, Fujiwara T, Okuno K,
Tsutsumi N, Satoh-Nagasawa N (2017) Genetic Analysis of Cadmium Accumulation in Shoots of Sorghum Landraces.
Crop Sci 57:22-31
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B 68 [MHAEYITEEKRS
FEVE KRB Hydrogenobacter thermophilus TK-6 M b R O4° - — B HERE D #ZAT
FEEH, FEE— BAEXR. GHFIER. FiFEZ

FEVEKRIE Hydrogenobacter thermophilus TK-6 IC & F % F A FrEs B L8 0 B2
INE—1F . Dahl Christiane. =ZAKRER, #FEZ, AFHIER



BESEHAEY ITFSEAATIIOF T A
RN EEME Roseobacter denitrificans DX EREREEICE T2 ZEEY VIV BDERE
LUARIKF. AHIER. FHHEZ

FEVE KRB Hydrogenobacter thermophilus TK-6 @ heterodisulfide reductase (CB8 9 2%
NE—F. ez, AHIER

WELLERFE T 4 — 5 L5 49 i RRES
INEEDSRIEND X T O—ILOEIXICET 25T
HAXAF. EARZ. BHR—

W 16 BRREDFAEMF IV 7 7LV R
Aspergillus nidulans IC& 72 AP2 O 7L v U X DEEERRT
& RE. B RF. ERN#BZ

MEAICEEERESFER 28 FEAS
E7 4« XAZAENBAOEE 2 NRIT D IcHDBREOIEEHE (BEFHH)
RISER

ABC M TV RAR—4—/ROA ) TEESEAEDY Y RBEOBEER
FIEiE—. PENE. WIIERE. AfHStE. A+EERT. KREIEE. BKEE. FHiEZ. HOERE. FIEE. RE
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GH129 772V —a-N-ZEFILHZ Y NI ZF—ED X iR REERET
BB 5. Dorothee Liebschner, Ft)II1Z£. WHEEN. THES. EHA. REEX

BEARZ{LFR 2016 FEXR
GIRAVEESE D MK BEFBOE IC & 1T 2 R DB H BT
BOMA. JERT. FUWE. BOME. RFIEE. BHBE. iHEe. AHFER

DNAN—J—RZRAWREEORE 2 L —Y 3 VT
APBT. FiFdEz. GHIER

RERE DR S 7 VI E RS HERE T DR
ZHEE. AHER FRE

RN EHME Roseobacter denitrificans DX EREREEICE T2 TR EY VIV BDERE
LUARIKF. AHIER., FHHEZ

WEMIC KL 2EEHBERE 7O X DR
FHEEH, FBHEHE— WARAEX FHEZ. AHEAR

FEVE KRB Hydrogenobacter thermophilus TK-6 O heterodisulfide reductase (CB89 2%
NE—F. FiftEZ. AHIER

ERASICRS N RBEO I 0 Z—FEEROHIEICE b %8 (nF DRET
FEER. ZHEE. NIEL. BEE#M. EXEE

HEFBERICE T BIRARY IN—E A OEBEZRIHERE D BRI
HRETHE. EHEBA. JIEH. EARZ. BHR—

FIRE Asperygillus nidulans DFEREFERRIC & 1T % AP2 AR DHEBERENT
ESTOE. ERBZ

B. longum JCM1217 BA3E GH127 B-L-7 5 &€/ 75/ ¥ 5 —+ (HypBA1)DHLEEEE R
ML, FEEMG. BEES. AERESA. FEER. TIER. REER
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1 X LC5 FEMDERBEEAZHEIT 5
AR, BIIEF. FEER. KHRRA. BOEF. BRME

W7 z53—ELLR=—F—BLRFERAWVLCTILI =T LISEERKRD BRE & T
IR

lonome mutants reveal Casparian strip formation and identify novel barrier for extracellular transport.

B

Isolation and characterization of rice mutants with altered
carbon to nitrogen ratio in shoot.
Shota Teramoto, Nobuhiro Tanaka, Toru Fujiwara

Exploring cell-layer specific roles of boron in Arabidopsis roots

REKRE

Mechanism of excess B induced ROS accumulation in Arabidopsis roots.
Naoyuki Sotta, Takuya Sakamoto, Takehiro Kamiya, Shinichiro Sawa, Ryo Tabata, Masashi Yamada, Mitsuyasu Hasebe,
Shuji Shigenobu, Katsushi Yamaguchi, Masami Yokota Hirai, Toru Fujiwara

B REGRF - P FEYFET -T2 3 v 72016
1 % LC5 FEHMDERBEEAFZHEIT 5
AR, BIIEF. FEER. KRR BOEF. BRME

A/ —LBNICL 21 RTREBRERDORI V-2V T
MAEF. BRHE. BRRE

Genome-wide association studies of agronomic traits in japonica rice
REET

WRURMES
Issues that may not be covered by peoples talk, including LA-ICP-MS story, modeling/BOR3, AUG-UAA issues etc.
BR™

Exploring cell-layer specific roles of boron in Arabidopsis roots

Bl HKE

Analysis of the mineral distribution in root using LA-ICP-MS
FHn

Coordination of transcription and mRNA degradation in B-dependent regulation of NIP5;1

AhEsE

Analysis of Arabidopsis mutant defective in B-dependent regulation of NIP5;1 expression
AKREF

Analysis of Arabidopsis mutant sensitive to low Mg

Cellulose-galactan network plays a role in cell elongation regulation and boron regulates galactan accumulation in the roots
of Arabidopsis
&3

Mechanisms of high-boron stress tolerance in Arabidopsis
KHEZ

BEABEFZRE 130 DFEER

RAD-Seq Z FHWCABERDY 1 /A EVTIRA T4V DBRE QTLER - 7'/ Iy oL 7Y avyADFHE
B TEAE. BAAC. EAFH. BAE. AFKTE. WEEE. NEX— AMRIER. KEFIE. REBEA. HRES.
BERAL kR, RS SHEE

FEA XA MOT LYY 3y RIEOIKPERY I /BRI
AHZRER3h BRERE

A REERINBARAZRZFDBLF Y Y EVIE & MEHEELFDHETE
FAAKX. ARRA. RANIE, AIREEZ. BR &
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AREF

LIR—% —BEEFZRAWE Al BREZEROEEE & @IT
IR

CIN LLHIICRE 2 RT 1 XRRAREEFD B & £ ORI
FAAK

YOA X+ XFDE Ca ETUEEK gsl10 DEEITIC K > TRE SN ZE Ca B S WENERIG & DELR DERE
WN&E1h

BEA A OJ LY Y3y REORKPERT S/ BOT
K#HF RiA

AHRBREBFRENT / LOLREMEFROX b L AMEICE X 5 RE O
RHEEZ

BEHAEGEFRE B EAR (ZEXR)

YO XFXFDIRDREEMAE NIP5;1mRNA O 5'UTR ICFET 5 AUGUAA BLFlZ N U 7o 7R 7 RAKTFRY mRNA 2%
Boron-dependent degradation of NIP5;1 mRNA through AUGUAA sequences, in the 5’UTR in Arabidopsis
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TERBRZGEYDELZINRT 5D
REEZ. BER#E

D EBHIFN EMS EERFEH 5B 5N T Cd EEAE DT
AfE. AEA. HaEF. BRE

YOA XF+XF DR ITFREEE NIP5;1 DR TFRICHE U mRNA ZED mRNA 752 & 855 O il i 0 B2 4T
HhExE, RABEx. TEREF. B2RH, NEE. BRE

VOAXFXFD gsl10 ZEKRDIE Ca BRRIMEICH 1T DEDEIE/NY — > DR
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SHFEM. EUUIAE. ARITTE. JVWER. KB, ILEES. BERE. NEA/FRE. K@M, Fiona Wacera,
BBE. alFE. RAE, RBEE

VIVHLEEEICET % QTL 81T
ZEES. ERNE. BFH. BAE. EBEE. EST5ASE, VMRIER. REEKE. LEEE. BRHE. EHE.
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VILVALCEFZT7 Y Ny 7 ZVEED GWA BT - QTL f#iT
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VILALDTEDREEICEET 2 QTL i
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WAEE

BEHKEPLEBFZRE 58 BFR
Roles of cell wall in Ca transport and Ca-dependent growth

Apoplastic barrier formation and function in roots

B

IRV RENER NIPS;1 IC& T 5. 5-UTR ICEET % AUGUAA ZN U I Es B HIEEE O Al ek
HhExE, RABEx. TEREF. B2RH, NES. BERE

Cell layer specific expression of boron transporter in Arabidopsis roots

BHYE. TEFHRE. RAEZ. SFIREF. #AaEF. BERER®

NADPH oxidase RBOHC is responsible for root growth inhibition caused by excess B stress in Arabidopsis thaliana

REAEZ. FHESE. BR &

A novel Arabidopsis protein affects Magnesium transporter oligomerization and is required for plant root Mg homeostasis
under both low and high Mg conditions

Zhihang Feng, Takehiro Kamiya, Toru Fujiwara

Arole of OsNLP4 in nitrate dependent growth

Wang Mengyao, Takahiro Hasegawa, Makoto Hayashi, Yoshihiro Ohmori, Koji Yano, Takehiro Kamiya, Toru Fujiwara

Rice LC5 is essential for metals absorption via promotion of transporter genes for multiple metals in root

EEES

BEABEFRE 131 QFEER

BESAZREDEBARERBEMZERT H1cHDEDHDETIL O LLEIREY

ERFE. AFRTTE. WEES, E7IAE. SRFE. BEAE, KEM—. NER— KFIE. JWIER, REFEAER.
EIFES. BRE. KSR, RS
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M 11th International Congress on Extremophiles (Extremophiles2016)

Discovery and analysis of novel-type phosphoserine phosphatases in a thermophilic and chemolithoautotrophic bacterium,
Hydrogenobacter thermophiles.

Yoko Chiba, KeugTae Kim, Hiroyuki Arai, Masaharu Ishii

M 14th International Congress on Yeasts
Supply of phosphatidylethanolamine synthesized by endosomal phosphatidylserine decarboxylase to the mitochondria.
Aya Mizuike, Shingo Kobayashi, Akinori Ohta, Hiroyuki Horiuchi, Ryouichi Fukuda



Substrate specificities of twelve cytochromes P450 belonging to CYP52 family in n-alkane assimilating yeast Yarrowia
lipolytica.
Ryo lwama, Hiroshi Takai, Satoshi Kobayashi, Chiaki Ishimaru, Akinori Ohta, Hiroyuki Horiuchi, Ryouichi Fukuda

Identification of acyl-CoA synthethases involved in fatty acid metabolism in yeast Yarrowia lipolytica.
Tenagy, Jun Seok Park, Ryo lwama, Satoshi Kobayashi, Akinori Ohta, Hiroyuki Horiuchi, Ryouichi Fukuda, and Susumu
Kajiwara

B The 27th International Conference on Arabidopsis Research (ICAR2016)
Mechanisms of excess boron toxicity on root growth.
KHEZ

HRNA 2016

Boron-dependent ribosome stalling at AUGUAA, a minimum uORF, downregulates NIP5;1 expression in Arabidopsis
thaliana.

Mayuki Tanaka, Naoyuki Sotta, Kyoko Miwa, Yukako Chiba, Hitoshi Onouchi, Satoshi Naito, Toru Fujiwara

mRNA degradation and transcriptional regulation contribute to B-dependent regulation of NIP5;1 mRNA accumulation in
Arabidopsis thaliana.
Mayuki Tanaka, Naoyuki Sotta, Yukako Chiba, Hitoshi Onouchi, Satoshi Naito, Toru Fujiwara

M 14th International Symposium on Rice Functional Genomics
1 XD LC5 [FEHDEERMEAZHIEHT D
RS

BMASME2016
Plant growth promoting ability of the denitrifying and N2O reducing bacterium Azoarcus sp. strain KH32C in low

nitrogen condition
Tomoyasu Nishizawa, Maika Mizusawa, Fumitaka Shiotsu, Shohei Sakuda, Toru Fujiwawra, Hiroyuki Ohta, Keishi Senoo

| JinEec
Arai H, Sakurai K, Ishii M (2016) Metabolic features of Acetobacter aceti. In “Acetic acid Bacteria: Ecology and physiology”
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HEED MEVORKLEFESABICET 2MRA—ARLEFRKITTEELT— (BEHKE BHIER)

ZHEE REEICET 227 VINEECTFHORRGE S EERT (BEBHE AHIER

RINEX SR A I VICREVICEFER Y IRY —LDBIEEORT (BEHE IEAEFER)

HEEFE R Klebsiella oxytoca® B3 [E] 7 BE D 1838 (< B 10 % Pseudomonas sp. RKFOBHR DHEEE DR (IBEBHE EAEE)
FBIBNF EERHBICERULLKRBEO IO —EREZHET 2B - FORNT BEHE EAEE)

NHEER  Klebsiella oxytoca® EHRE E HE DB B 10 D Bacillus sublilisOMEEED R (IEEHE EABE)



708 RIKEAspergillus nidulansDFLRETLRLIC B 1T 2 APEES A DEEEICEE T 2R (IBEHE EHRHKZ)
FIFFR  EBER Yarrowia lipolyticalC & F 2n-7IL H VISEICET 2% (BEHE EABRZ)

HESH  HEFEER Saccharomyces cerevisiael & T 2 EFRREEBR Y VIEEOY ETY VJICET 2R (lBEHE 1B
R 2)

AILEE  Bifidobacterium longum JCM1217E83RGH127 B-L-7 €/ 75/ V5 —E Dk - BERIT (BERE RE
EX)

BER—E FMRACEERENEEZEIIBEERAN S—ELOXRERBERT (BEHE REER)
BHIEE YIURIYVLARZREREMEIOA XFXFEEK kudod ORFEGFORE CHERT (BEHE BRR®)
EEEIRE LR—9—BLFEeAWCYOAXFIFTOTIIZVLIGEERKOBRNT (BEHE BRHE)

RANHR EYOEERBICH TS NIN-Like Protein(NLP) 7 7 U —DHRIB & £EWRENCET 2% (EEHRE &
EH0

W
FiHE BREOLILCYBRMBIBROGNCETSME (EERA AHER)

FHE Acetobacter aceti IC& 1T % TCA CIREEEGFORAEMEBICET 2K (BEHE AHIED)
FILSR—EB  Hydrogenobacter thermophilus TK-6 IC & (7 2 AMLMIFRESETTRIZICRE T 238 (BEHE HAHIER
BT RIEE Pseudomonas aeruginosa D Tx )L —EEHEEICEAT AL (BEHE HAHIER)

EHEE IO0Z-—FERICELZELTORRE | ELFBIRICL ZVBNCILIH (lBEHE EAEE)

WHEBW TIYY—LAICESRNase T2OMEADLOER (BEHE EAREER)

AREERS  Klebsiella oxytoca NG13DEREEHEE 7 EF L VETHEICET 2K (BEHE EAEER)
ILFHPER  HEZFEERIRNase T2IC & [F 2 MlEEGEEDORE (BEHE EAEER)

MWEE HEFBER Saccharomyces cerevisiaell & 1T 2N Y YV IEEAHICET 2R BEEHE EAHBZ)

BISERERE Aspergillus nidulansIiZ & 172 L)L TR 7 O—ILERKGIEIC & T B Protein kinase COKEIDET (IEEHE
W)

EBE{C EBERYarrowia lipolytica®Sec147 7 2 1) —4% V)N B OB (IBEHE EHHBZ)



