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Research

Protein acyl modification is an evolutionarily conserved post-transiational modification and
occurs in proteins with diverse functions. Our group is investigating protein acetylation and
succinylation, which are the major acyl modifications, using Corynebacterium glutamicum (a
bacterium used for industrial fermentation), Bacillus subtilis (a model bacterium), and Thermus
thermophilus (a thermophilic bacterium) to reveal its biological functions and applications for
metabolic regulaftion with protfeomic, molecular biological, and structural biological
approaches.
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